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mmv&m thgastcDNA[6] 

[Sf^l] ®I#I##2, 4. 6, 8, 10, 12, 14, 16, 1 8 £ 

[«*^2] ftSl ©gaiS:3- FtSDNABi^ 

[ff^3] iMlfflSafi^n-KtSthcDNAT^ot, 1, 

3, 5, 7, 9, ii, 13, 15, n ^r^iti 2<Dmmmm.(Dm.mm^i^m 

[M^4] SB#!#-^1, 3, 5, 7, 9, 11, 13, 15, 17ifc 
ttl 9(DV^rtl^(Z)ifeSi5^J3b^^<2>lt^3(Z)DN A^ D 

5 ] m&Tg 2&t>4 CD -rti^© D N A & >f > ^ h Q 

i © m e « & * £ b e> § ^m«iiif m a 

[0 0 0 1] 

aMg^wr js n - :f ^ate^-ta* jb ate^« fcutiv^rfc^*. &r=. 
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[0 0 0 2] 

MHH&MSfC, (2) «flfirt©4»K^WJCBI#-rsf^##3R, (3) :n*;i^ 
-££tcW*>*KB«, (4) (5 

) «BR©^#icw*>£»8Rwats&st, (6) m:&m<DftMic.mt>z>-7uTT 
—ewstscBK, (7) A©«»jcw#-rsscejBt, (8) mte^ommz 

•g-^tiSo zifrbom&mz. K.bmB&<Dm%*mw~?2>-tT*mmT*$>2><D&t£ 

[0 0 0 3] 
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ffiUff 2 0 0 0-3 1 1 3 3 0! 



#2 0 0 0 — 0 3 4 0 9 0 

[0 0 0 4] 

l±. 4V ^©fifffiti^-TmRNAJC^Stl, mRNA©SB^JW^$:lSiRLT^ 
&5t#-&ffc3*lS. bfc^t, r©mRNAl:iitCLt^iLfecDNAj!)5 

c DNA&M^T*h£-r5ga« : feiirf&-r3r ii^-erigi:^ 

So *aiWIS^e>#lKbfcmRNAS:«FSK:UT, cDNA^MU 

c DN Atf>^#^fB^J£&5£t-£^;b*J>£E STyn^i^ h jtfHtfrLT V*<5 

o 

[0 0 0 5] 

[^IHftl/i^fctSflffl] 

[0 0 0 6] 

r*UC*fLT, Zl<Z)ffij^(Z)2gf$!#e>&. &B©^S±*cDNA-&J«S«;fe^a 
3itTV^ (Kato, S. et al., Gene 150:243-250, 1994) . fit 
h^McDNA^n->§:IfftSrfci:«}:y, t: 

D N A ? U - U t. hSBlA'V^ Srff»"r«i.^ £ #M**lT 

o 

[0 0 0 7] 
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sub cD*te^ ^ b r m v ^ 3 ^ # -e ^ s 0 

[0 0 0 8] 
[0 0 0 9] 

(1) S2#l#-i§2. 4, 6. 8, 10, 12. 14. 16. 1 8 £ 2 0 © V^ 

(2) ttfSB56^(D©Se^$:=i- FtSDNAi^. 

(3) iffBI6i(l)©gfiI$:3- Ft§t h cDNAt^ot, 1. 3. 5. 7 

. 9. ii. i3. is. i i$.tc\%i 9 ommm^cD^mmn^^-t^DN a 

(4) IB^J#-^1> 3, 5. 7. 9. 11. 13. 15, 1 7tfettl 90^f 

ftfr<Di&mmwfr e> &s fatB^ts (3) © d n a m% . 

(5) faSBftig (2) ^ £ (4) © V^ -TtlTb^ DNA^i^r§:>f>tfhD iKiRfc -5 tt?g 

(6) |fj|B^^(5)©^^^^-jci:s^s^^-e*>oT. itrl3#§W(i)©g 

[0 0 10] 
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&5VU*liuiH^(2)~(4)cZ)DN Atftf &MV*Tffi#l;tDN A&||rT?£ 

^»*U<fl§V^e>*l*. l9ffi«W(3)*fc«(4)©DNAWr^ (cDN 

A) £^&^#-}fr'W>lf hnii£¥£J:oTRN A£M$gU ^*i££IM 

fc»S«!g« & 4**n©#SSK: <fc y JfiS * * - 5ii:cj:»j, *M 

lit, DNABiWn- KLT^SgB«&*J^38«3ii:S^fc#T?£<&. 
[o o 1 1 ] 

(i) og e st £ -r > h n iSiRT* d n a & mm £ 1tT £jg $ -e s 

^IC«, M^.«taSE^(3)^feli(4)©DNA»f^r©jaiRM^S:. RNAsKU 

A aK y ;* 9 - i? & ^^^jfli^^«?#j^/h^E^ ffi^fc if CO >f > If 

h n»gR3&JC#iirr*itf, tTCBftlg (1) ©MfiKSr-r > if h n T*&m-? a ^ t # 

T'§5„ RNAJJfU^^-lf^nt-^-ilbtii, T7, T3, SP6&£tf 
dl^CORN A/Ky — \£7U : e-&-%:&ti'<9 LT& 

, pKAl, pCDM8, pT3/T 7 18, p T 7/3 19, p B luescrip 

t UteZtfWm'VgZ* 
[0 0 12] 

*£*#T?auR«rtBfc:*-y ^n^e-*-, y ^v-A^sur 

x. izmm&w (3) * ^ a (4) <d d n a mprvffimmm & mm*, t^mm^ 

3i^^^n^T-ifT*^J^ri-szii:icj:oTr<Z)cDN a^zi - R-rsgBfCgfs 
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Bluescript IK pET|83|i/^fA, pGEX^i/7f^^M^§§ 

o 

[0 0 13] 

ii> JtMo&ftic^A-rtitf, t&iB»w(i)©sa«%a:s«iiisrtT?^m*r* 

rfctfTf^S. SS^^^-fcUTtt, pKAl, p C DM 8 , p SVK3, p 
MSG, pSVL, pBK-CMV, pBK-RSV, EBV^^$- pRS 
, pYES2*M^T*§S 0 pIND/V5-His ( pFLAG- 

CMV-2, pEGFP-Nl, p E G F P - C 1 & EteZ^i^V * - £ Ltffi 
V>*Ui, His#*\ FLAG^^, G F P teE&M* ? & fttiQ V fcM^m.^ M 

^>f--XAA^*~IPJftWJKCHO*if©i«SLtt4fc«f|j|l|ffJfi, m^#, 
[0 0 14] 

ft, SMr^»«ifclR«, a«f, Skfr^lfc, K*Mt& tf)lW.i&. SDS-PAG 
[0 0 15] 

ftfffi$8&!(i)©5BKfc:i±. @B#I##2, 4, 6, 8, l o, 12, 14, l 



ffi|I#2 0 0 0 
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&XBJCfctMB»W(i)©K8*C©ttHK^**iS. £ 3 fc»SR#Hfc»fc b 

-if ic «£ & Rjt^jw , ^ u x b >f ;wis, >f v -f v— ;wfc, y if ««#9^*e 
is. 

[0 0 16] 

ttfgB^(2)~(4)©DNA^ic^ ttrsa(i)©see^n- K-rsi-^-c© 

[0 0 17] 

UfiB»9l(3)*fctt(4)©DNAWr^r (cDNA) MHflg&^c D 

NA^W^^y-*^^D->>fbt- cDNAttt b^jBS^ ^>#ft 
ffitfe^'J (A) + RN Al:iii: btlf^tS. fc: HNHJSi: LTte, Affc#&3Mff 
&^C«J:oT3i£ffi£*lfc%©^&^*#iaJ^%&V^ c D NAti, 159 Uj - Berg& 
(Okayaaa, H. and Berg, P., Mol. Cell. Biol. 2:161-170, 1982) , Gubler-H 
offman^ (Gubler, U. and Hoffman, J., Gene 25:263-269, 1983) fcifV^fc 

tfcWlZ&tf t=.&?t&*W b?>£*& (Kato, S. et al., Gene 150:243-250, 199 
4) Zm^ZZttfiMt. bVN 0 ^ £:7f5JSt©t: h cDNA7^f 
^%t*tS D cDNA7^^7 y B»©.c DN A$r^n~>^*rSlCtt, 

r©mSlCi:oT*i^Stl<5ttfia|g^(3)*^«(4)© c DNA iM9m^ 1 , 3 
, 5. 7. 9, 11, 13, 15, 17ifc»19) ©ftS3|S7}©i£»2?!HC* 
•^V>T^y ^51? Is*?- Ffc^fftU dtlfcyn-^ilbTMV^, <&*&©#?£ 
icfcy nnn-&5v^£:7^-*/W :/y 5^1? -5/ a >ic y -n 



ffiSHf 2 0 0 0- 



3 1 1 3 3 0 5 
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LfcmRNA^&RT-PCRjSlCj: »J, Kf33»«(3)Sfe(i(4)©cDNA»i^ 
[0 0 18] 

B&|B#g^(3)<Z)DNAiT>Ttt, HE#I##K 3, 5. 7. 9, 11, 13, 1 
5, 1 7££ttl SOmmWg. (Open Reading Frame: ORF) (D^mMn^ 

■t & c dnat^u, mmwwviDN Ammz, @h^j##i, 3, 5, 7, 

9, 11, 13. 15. 1 7££tel 9 0^-r*l^<D&*gg#|^£>&& c DNA 
t'^S. -€-4veri©*n-->#-3 (HP##) . cDNA^n-^^i^tlfcH 

l ic£ £#>T^L£., 
[0 0 19] 





H Pff 


SUBS 






1. 2 


HP02901 


HT-1080 


964 


179 


3. 4 


HP03314 


U937 


2216 


590 


5. 6 


HP10211 


Saos— 2 


1620 


126 


7, 8 


HP10332 


us 


1349 


285 


9. 10 


HP10641 


KB 


1355 


329 


11.12 


HP10650 


KB 


1543 


233 


13, 14 


HP10654 


KB 


1436 


183 


15. 16 


HP10657 


U937 


1357 


380 


17. 18 


HP10659 


U937 


1399 


260 


19, 20 


HP10681 


HT-1080 


1119 


274 



[0 0 2 0] 

@B#I##1. 3. 5. 7. 9. 11, 13, 15. 17*fcttl9©H 
1 fc^Lfcfc: h^JMc-^t: hMMfr<bftmVfccDNA^'('7 ; 5V-Z*? y- 
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-y z> z. t ic<fc y „ mmmm (3) * r>* (4) © c d n a t n-<r>v u - y *m 

[0 0 2 1] 
[0 0 2 2] 
[0 0 2 3] 

B&!2#§f$! (3) (4)<Z>DNA$T#lCte, 1B^I##1 1 frb 3 0 

(ZH^&S t$:^^2i£lS2#IJ^ *b &■£ D N A^t/tT (10bpJ^_t) ^StlS. 3; fc. * 
>X^J3 J:^T>^-fe>^^^'fc«>DNA»T^=fer©^HtC-g-^^S„ 3*1 £ 

[0 0 2 4] 

f^SS-rS it 3^7**6 (MZ-^ ^¥7-3 13 18 7 #^«8B<R©*as) = 
[0 0 2 5] 
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ecular Cloning. A Laboratory Manual", Cold Spring Harbor Laboratory, 198 

mm±m<D^<D^m^ 0 &mmfcfa<Dmmmm. mmzfcmgkmzttmvm 

fg#lCt£o£o cDN A&mZJCM (Kato, S. et al., Gene 150:243-250, 199 

4) ©Sa*tC^ofc 0 

IIMl : cDNA^n-->^ 

c DNA7>f^7'J -£ tt, tf^*cDNA5>f^7y- (WO 9 7/ 
33993, WO 9 8/1 1 2 1 7, WO 98/2132 8 IBIS) fcjf^fc,, 0 
* 0 =y J U - ^ £> cDNA^D-> U ^ 0>£36£BB*mji & 

*Tofc D #£;ft£*rJ-> (A) ~ (J) <DmMit&>T<DHl3W2b2> 0 
(A) HP 0 2 9 0 1 

tN7-f ^"n-y-;i/n-v^lilg^HT- 1 0 8 o cDNA7^^7y-A>e>#e> 
tlfc^n->HP0290 1 <E>c DNA-f h ©<£i&KfB#I£:^ b £ ^ 

5, 119bp05' 3¥ffimUi&, 54Obp0ORF, 3 0 5 bp©3' #j© 
IR^^£&<5fi3i£;£bT^£: (@B^J##1) . ORFIil79T5;^l 
(BJ#J#-&2) ^e.^iail:n- KLTt3»J, -f >tf h njSIR©^^ OR 
F^e,^3®$tlS^*2 0, 4 2 2 j; U V\ 2 3 k D a 

J&Lfc (iHM2) „ £©£B*fcGFPi:©iBtegBJCfcj:, |«J»^K:B»e> 

[0 0 2 6] 

, i/aWHVAzLUMm&W (7^ti/a>#fAAD2 8 6 3 8) t^iKft 
Sr^bT^fc. miiz^ tru-y (A) ^n- KtSb hgef S/stfS^a 
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a - 

[0 0 2 7] 

^D->(A) cDNA©Sllil?!lfeM^tGenBankS:^lfc 

I^AWl 6 0 3 3 5) •bmmZfrT^frtf. ^ftmmtKDT* V U - y (A) # 

(B) H P 0 3 3 1 4 

H h U >3ft-VifflflfrBicU 9 3 7 cDNA^^f^U-A^^&nfc^n-^H 
P0 3 3 1 4<DcDNA-f KO^^ftSBB^JSSibJtLfetClS, 6 b p©5 

' #ftB3R1B4& 1 7 7 3 bp0ORF, 4 3 7 bp03' #»SR1EScrt* £>fc**l 
jgfc^LTV^ (@B#I##3) o ORF{i5907^;mi (BB^J#"&4) 

^16 6, 2 04 <ky j ^ J ^/hSVA6 0kDa©!etRjg|^*^^bfc (HSfeM 2 

«4) c 
[0 0 2 8] 

, i/af^a^/lxTHlgfil (7?ti/a>f^AAC4 6 8 8 0) 
ft£^bTV>fc 0 02ic, *n-> (B) ^n-KtSfcbgfifi:, i/aVZ? 

$:-e*i-?ti^-r 0 *ibhb«3 3 975 jm^mz^x 5 5. 8%<D&m&zm 

[0 0 2 9] 

*n-> (B) cDNA0ME?O5:fflV\TGenB ank&t^l/fe 
ilZL5, ESTCD^IC, 9 0°M±(Dmm^^-t^>^(0 TfizS'a 
>#^AW24 77 5 7) *lT V>fc*)\ gP^IB^J&tf) T* * n - > (B) 
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(C) HP 1 0 2 1 1 

H h#f^]fi0l£$cS aos-2cDNA7^^7'J —frbmibfttz.? U ->H 
P 1 0 2 1 1 OcDNA>f>t- h<Z)£&3£BB#I&ft}£Lfc£:ci5, 2 1 6 b p 

©5' #j©lRWc> 381bp0ORF, 1 0 2 3 bp©3' #S?SRM^c:fr £ & 
Sr^LT^fc (gfi#J##5) „ ORFttl 267^t^l <ffl#I## 6 
) fr&JfcSSajR&n- KUT^fc. >f > kf h n«IR<Z>l§*, ORF^^Sg 
2, 7 5 8 J: »J^>^^tl> 1 4 k D a ©«Ki«l#4l*bfe (^IJfe 

[0 0 3 0] 

^D-> (C) cDNA0lSffi?!l5:ffl^TGenBank?:MLti:z:5 
, ESTCDtptC. 9 0%&>±a>ffim&Z3i-tZ>*>(D (0Jx.ti, T^-feS^ a 
D8 l 8 61) #fi»3*iTv*fc#, B&Wfflte<DV 2 n - y (c) tfzi-Kf 

(D) HP 1 0 3 3 2 

t: hff-lgc DNA5>f^7 U-*^#^tlfc^n->HP 1 0 3 3 2©cDN 
A>f>U-h0MSS?!l?:^lfetl5, 184 bp© 5' #N»8R1g& 8 
58bp©ORF, 3 0 7 bp©3' £ fc^H^t LTV>£ (IB 

^I«#7) . ORFii2 8 57^;^l (S2^J##8) ^^.^§1615:3- 
K btfc *J, >f >KT hDHlR©^, ORF^MStlS^?i3 2, 158 
■fcU V* 3 5 kDa©«8Rjg|i&««^Lfe (H*#J2) D CT(Z>ga®£G 

[0 0 3 1 ] 

?U-y (D) cDNA0tSI^M^TGenBank^tfchl5 
, EST©tf»JC 9 0%J^±©*B|i?!'f£&^ > r£ : fo© (MA.tf> T^iz^a>## 
AA0 2 5 9 8 5) 3^S£i£*lTV^#> gP#®J#I&©T? ? D - > (D) #=3- 

(E) HP 1 0 6 4 1 

1 2 ffifiE# 2000-3113305 
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64 l©cDNA>f>t-h©^ITOJ^^Ltt^5, 78bpCD5' # 

mmmm. 9 9 0 b P ©oRF, 2 8 7 b P ®3' #mmmmfr^tez>mm*m 

It^fc (@S^J##9) „ ORFli3 2 975 (MW^ 1 0) ^e>& 

13 6, 5 3 7J:y^^V\4 2kDa0liRl!feM^Lfc (HigM2) 6 
[0 0 3 2] 

^D-> (E) cDNA©tiI?!(5:ffl^TGenBank&^ilfei:r5 
T0 9 3 0 8) fltfi^StlT^fctf, 3P#gB?[J&(DT* * n - > (E) Kt" 

(F) HP 1 0 6 5 0 
hMOT«5KBcDNA7>f^>J-^&#W^D->HPl 0 

6 5O0cDNA>f>t-h©MSI!I^l^tr5, 2 8 b p CO 5 ' # 

7 0 2 b P ©oRF. 8i3b P ©3' ^mmmm^ht^m^M 

btV^t (gB#I## 1 1 ) o O R F it 2 3 3 7^; («B^J#-^ 12) b 

^5gei5:3-FUTSU, -f > tf h umm<D^^ O R F # ^mtlft&ifr 

^12 5, 8 4 6«fc*;^^vA3 o kd &<Dmmmmt»'^^ta (mmm2) 0 ^ 
©^a^^GFPhoiife^fi^ii, mmmzm^co^-^u^htitc mm 

«4) . 
[0 0 3 3] 

^n-> (F) cDNA©tli^!|&^V>TGenBank$:tf 
. ESTO^IC, 9 0%J£Ut©:fg|ire£/£f £t>CD (M&tfv 7^ti/3>## 
A A 4 9 44 9 9) tf&m&tlT ^t=.t)K £P#^J&© T^ n - > (F) #3- 

(G) HP 1 0 6 5 4 

t: bm^mmmWKB cDNA^'f^'J-A^ibtlt^n-^HP 1 0 
6 5 4 © c DN A-f hO^^SIBMSr^^L/fctr 6, 30bp<7)5' # 
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SfK««. 5 5 2 bp0ORF, 8 5 4 bp03' ^MmM^^^^WM^ 
LT V>£. 13) „ ORFiil 83757 (SB^J^# 14) 

?12 1, 0 7 7 J: UW*^2 4 kD a (^II6#|2) 

4) . 
[0 0 3 4] 

^n-> (G) c DNA0Iil^^lMV^TG e n B a n k & 
AA4 5 9 4 8 0) tfSfcSJxT^fctf. SP#IB?[}&<7)7? ? n - > (G) #3- 

(H) H P 1 0 6 5 7 

\L h U >*-^#9flfr^U 9 3 7 cDNA5>f^5!J-^S>fl&nfe^n->H 
P 1 0 6 5 7©cDNA>f>t- h©£tft3£ffi#IS:&j£ Ufc £ Zl 5, lOlbp 
©5' #SiRM^> 114 3b pCORF, 1 1 3 b p CD 3 ' & & 

&#j&&3£UTV*fc (BB*J##15) Q ORFfi3 8 075;i^i (BB#!## 
16) fr&455fift=&3-KbTfe*J, >f >fcfhn»8R©*gJk ORFfr&f 
i$H5^i4 0, 4 8 5 fcet£H&4 1 kD a 0»tRg##£j*Ufc 

Hi6gM4) 0 

[0 0 3 5] 

?U-> (H) cDNA0i|iS?!l^V^TGenBank^bfci:Z5 
, EST©tpJC, 9 0%£A±(Dffim&*:^-t (#Ix.t£, 7*-feS/H>## 
R2 5 2 8 0) #£»SftTv^#. tt#6B#Jfc©T?#n-:v (H) ifin — Ft* 

(I) HP10659 

bb'J >*-V$H5&£fcU 9 3 7 cDNA7^f ~f*7 U tlfc * n - > H 

P 1 0 6 5 9©c DNA-f >-9-- b ©£*3SK#I U £ 31 5, 73bp® 
5' #$liR«u 783bpOORF, 5 4 3 b p (D 3 ' #S!iRM^£> 



1 4 
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itfc^LTV^ (®J#J#-^1 7) 0 ORF&2 6 0 7^;H^i <M?m^f 1 8 
[0 0 3 6] 

?D-> (I) cDNA©SiS^!l^ffi^TGenBank^tiLfei:^5 
. EST©tfuc. 9 o%#Jt0^|5l 44 CD (MA.«> T^-feS>3>## 
AA 3 5 6 1 5 8) 2>^£l*£ tlT V^#, ff#ffi*fl&©T?* D - > (I) ^n- 

(J) HP10681 

t: h7-ryniJ-;i/3-TgtetHT - 1 o 8 o c dna^^/^ y -fre>#£ 
tifc^n->HP 1 0 6 8 1 © c DNA>f hcD^SSB^rjSr^b^^z: 
5, 151 bp©5' ^|?m..8 2 5 bpCDORF, 143bpCD3' #1 
IRM^6&5*i^£^bTV^ (S2#I##19) „ ORFii2 747^;i^ 

s (ib^j##2 0) *&&*iejtfe3^KbTfe»j, >f i/\?vummou^ 

O RF^f, ^ $ *l £ ^-^-fi 3 1 , 0 4 5 £ Slifif. C 3 2 k D a .CDM8K£4b^ £ 
[0 0 3 7] 

(J) c DN A©ti®^IS:ffl^tGe n B a n k ^tibfei:z:5 
, EST©ttnc, 9 0%J^JtcD^raftS:^-rs%© T * i2 a 

AA406451) tffifcSftTV^fctf, »#ffi#[fc©*e* D - > (J) #3- 

mmm i vmmisfr c dn Azm-? z>7? * $ f^*#-£jsv^ t n t? 

&o£ 0 301^ [ 35 S] MI^^i/'tT^Vh-yt' 
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[0 0 3 8] 

tkmmmm 12. 5 n 1, mmm mc#m) 0. 5*1, t^jwlu^wl 

(^5 1 ^-->%-g•^^V^) 2/4 1, [ 35 S] J*^tf— y 2/* 
1 (0. 37MBq/#lK T 7 RN AjK'J ^ y-€0. 5^1, RN a s i 
n 2 0 U$r-g-tf^4 2 5 * 1 ©SfS 3 0*0, 9 0 7>^M/S$i±fc o 
3/illCSDS-9->^U> v y T — (12 5 mM h V P H 6 

. 8, 120mM2-^;^^hx^;-^ 2%SDSM> 0. 0 2 5%:/ 

n=E7 3iy-^^;i/-. 2 o%^y -fen-;i/) 2 1 9 5X:3^tam 

mm® 3 : c o s 7 mmz &2>9&% 

MM* 100/j g/ml r>tfi/U >#^2 xYT«i2ml ^^3 7*C 2 B#fg 
a;1/7\-7 7-^M1 3K0 7 (5 0^1) 37TCT*— 

X—^m.'7T~VW. I f'^%t=. 0 1 0 0 fx. 1 © 1 mM h V X- 0. ImME 

DTA, pH8 (TE) JCfg^Lfco 
[0 0 3 9] 

•y-^Wflifi^^JJgCOS 7tt, 1 0%^S/fl&J£ifil?jf fc-^tf^Ol/^ nBfc^ 
>f-*> (DMEM) mm*. 5%C0 2 #^T. 3 7lCt^|lfc. 1 xl0 5 M 
©COS7iffi$:6^^lx-h «Ojtg3cm) icffi*., 5%CO 

2 #&r, 3 7t)T2 2mmmmhr=. 0 mm&£&. vymmmmxmmmm-k 

Sfc*£U £££ 5 OmMh y (pH7. 5) DM EM (T DM EM 

) T*#g^b£. ^©MJ^tC— 2fC^^y-^M?gl n 1. DMEM^i 0. 
6ml, TRANSFECTAM™ (IBF|i) 3 fi 1 *MmVfc : b<D%:mfiai> 
, 5%C0 2 #^ET> 3 7tt'3WtbL TDME 
M"ellil^®5:^b, 1 Oro^i/Jj&MitfDMEM^l^fet'J 2ml*IJ 
5%C0 2 #^ET, 3 7TC{CT2H^#bfc 0 [ 35 S] t/T.'r^y 
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£%0|4 : iMMai (GPP) R^SSIt®^' 

E c o R I®»»&&#2WLfc«SR|»*&=i K>#»&*&** 2 6merC0-fe>X^ 
9-f V-£B amH I SRSKflSfiS: Sr^iDbfcffjLii K>*T*&-&*J2 6mer©7 
>^1r>X:/^-f ^-£/gvv 5651615:3- KtS c DNA&iit LIP 
CRKIJ: y»SR1B#«:*tt<BLfe. PCR|£%$:E coRIfcB amH I -£?mtb 
, G F Pi^IfiSMM^ ^ ^-pEGFP-Nl (Clontec*±$g) tf) E c o 
RI-BamHlMlCffAlfc ftSSJ^O&fltSbfclfe, &btl1tm&tts3' 

o 

E c o R I«»ffiaS:#lilI.Lfc«IKBI*&3-K>^e)»**2 6 mer© -fe > * :7 
^>f V-i: S a 1 I«««SWfefifiDUfcfl t Ih^1 ? >*- s e«:-&0 2 6mer<Z>7>^ 
■fe>;*:/^>f V- & ffl W # c D N A ^iltlTP C RIC «fc y 
L£„ PCRlfe&EcoRIilSalltiftU pGEX-5X-l(77 
;i/7i/7tti)0EcoRIi:Sal IgP&tCjfALfcc ^«B#r&?»SgLfc# 
, t&^»SlJMl 0 9©^««gtH€:fjofc. LBJ&J6tf»T?3 7TC, 5 RftSPg* 
U IPTG^Mfl^O. 4 mMlC3&S<fc-s>tCinx., S &tC 3 7 T37?4 M 
^«bfe 0 »#&£i&JC,fcy#lBIU (5 OmM Tri s-HCl p 

H7. 5. ImM EDTA, 0. 2 mMPM F) tCigjfrL, ^-8 0TCt'I 

jfrfrflMHfcfcfTofc. 1 0,0 0 0xgTf3 0^U 
±f}C^;Hft>t7rD-X4B 4^CT* 1 HSNfflW ^a./*- hbfc 

„ If-XStWLm MI(5 0mM Tris-HCl pH7. 5 

, 5 0mMm^» T'lMei^Mtfe. #*>;ftfc»^«fitt&j5n;iBC 
thxm&iznmz ft ^ffiMmzmfc. mjtm\t^"f. 40%^ 
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^&Se>JCGSTilt^SejBt©miS*9AtCj:y3»iRLfc. 
[0 0 4 0] 

mmomm 

fi«tc#-r5ffi#£ftnK-r&fc&©&jgci: lt/bv^- rcDmmtc 
•fc o t««$ tis d n a wr^ti. mfc^&mmzfu - -7*>m&*mmm*&*m 

[0 04 1] 
SEQUENCE LISTING 

<110> Japan Science and Technology Corporation 

<120> Human Proteins and cDNAa thereof (6) 

<130> NP00039-YS 

<140> 
<141> 

<160> 20 
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<170> Patentln Ver. 2.1 

<210> 1 
<211> 964 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (120).. (659) 

<400> 1 

gagtttgggg atctacagca gccaaaggct tgtccctgac tttatatggc tgcgcctggc 60 

gagcgactga gtcgtccgtg aggaaaaaga ggcgaggctt ttccgagatc gtctcagcg 119 

atg gcg ctt egg teg cag ttt tgg ggg ttc teg gtt tgc agg aac cct 167 
Met Ala Leu Arg Ser Gin Phe Trp Gly Phe Ser Val Cys Arg Asn Pro 
15 10 15 

ggg tgc agg ttc gca gec ctg tea ace age tec gag ccg gca gcg aaa 215 
Gly Cys Arg Phe Ala Ala Leu Ser Thr Ser Ser Glu Pro Ala Ala Lys 

20 25 30 

cct gaa gtg gac cct gtg gaa aat gaa get gtc gee cca gaa ttc acc 263 
Pro Glu Val Asp Pro Val Glu Asn Glu Ala Val Ala Pro Glu Phe Thr 

35 40 45 
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aac egg aac ccc egg aac ctg gag ctt tta tct gta gec agg aaa gag 311 
Asn Arg Asn Pro Arg Asn Leu Glu Leu Leu Ser Val Ala Arg Lys Glu 
50 55 60 

egg ggc tgg egg acg gtg ttt ccc tec cgt gag ttc tgg cac agg ttg 359 
Arg Gly Trp Arg Thr Val Phe Pro Ser Arg Glu Phe Trp His Arg Leu 

65 70 75 80 

cga gtt ata agg act cag cat cat gta gaa gca ctt gtg gag cat cag 407 
Arg Val He Arg Thr Gin His His Val Glu Ala Leu Val Glu His Gin 
85 90 95 

aat ggc aag gtt gtg gtt teg gee tec act cgt gag tgg get att aaa 455 
Asn Gly Lys Val Val Val Ser Ala Ser Thr Arg Glu Trp Ala lie Lys 
100 105 110 

aag cac ctt tat agt acc aga aat gtg gtg get tgt gag agt ata gga 503 
Lys His Leu Tyr Ser Thr Arg Asn Val Val Ala Cys Glu Ser He Gly 
115 120 125 

cga gtg ctg gca cag aga tgc tta gag gcg gga ate aac ttc atg gtc 551 
Arg Val Leu Ala Gin Arg Cys Leu Glu Ala Gly He Asn Phe Met Val 
130 135 140 

tac caa cca acc ccg tgg gag gca gee tea gac teg atg aaa cga eta 599 
Tyr Gin Pro Thr Pro Trp Glu Ala Ala Ser Asp Ser Met Lys Arg Leu 
145 150 155 160 

caa agt gee atg aca gaa ggt ggt gtg gtt eta egg gaa cct cag aga 647 

2 0 mt£# 2000-3113305 
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Gin Ser Ala Met Thr Glu Gly Gly Val Val Leu Arg Glu Pro Gin Arg 

165 170 175 

ate tat gaa taa atggaagcat taattgtttt gaacatgtaa atataaatct 699 
He Tyr Glu 

180 

gtcagccact acagccatca aaagagagca tctggaagaa cagccagctt ggaagtttta 759 
cagcaataat gttgcagtgg aatattattt gtagttaagg tcatcctcct cccctttctg 819 
tttttttaaa tcaagaacta cattctgccc ctctcttggg cttcagaagc atctaagaaa 879 
agcagtcatc aattataatt aactttcaaa gggcaagtca gaagttgttt ataaattaca 939 
aaataaaggc atattatgaa ctctt 964 

<210> 2 
<211> 179 
<212> PRT 

<213> Homo sapiens 
<400> 2 

Met Ala Leu Arg Ser Gin Phe Trp Gly Phe Ser Val Cys Arg Asn Pro 

15 10 15 

Gly Cys Arg Phe Ala Ala Leu Ser Thr Ser Ser Glu Pro Ala Ala Lys 

20 25 30 

Pro Glu Val Asp Pro Val Glu Asn Glu Ala Val Ala Pro Glu Phe Thr 
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35 40 45 

Asn Arg Asn Pro Arg Asn Leu Glu Leu Leu Ser Val Ala Arg Lys Glu 

50 55 60 

Arg Gly Trp Arg Thr Val Phe Pro Ser Arg Glu Phe Trp His Arg Leu 
65 70 75 80 

Arg Val He Arg Thr Gin His His Val Glu Ala Leu Val Glu His Gin 

85 90 95 

Asn Gly Lys Val Val Val Ser Ala Ser Thr Arg Glu Trp Ala He Lys 

100 105 110 

Lys His Leu Tyr Ser Thr Arg Asn Val Val Ala Cys Glu Ser He Gly 

115 120 125 

Arg Val Leu Ala Gin Arg Cys Leu Glu Ala Gly He Asn Phe Met Val 

130 135 140 

Tyr Gin Pro Thr Pro Trp Glu Ala Ala Ser Asp Ser Met Lys Arg Leu 
145 150 155 160 

Gin Ser Ala Met Thr Glu Gly Gly Val Val Leu Arg Glu Pro Gin Arg 
165 170 175 

He Tyr Glu 



<210> 3 
<211> 2216 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (7).. (1779) 



2 2 
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<400> 3 

gagggc atg gcg ggg gcc gtg ccg ggc gcc ate atg gac gag gac tac 48 
Met Ala Gly Ala Val Pro Gly Ala He Met Asp Glu Asp Tyr 
1 5 10 

tac ggg age gcg gcc gag tgg ggc gac gag get gac ggc ggc cag cag 96 
Tyr Gly Ser Ala Ala Glu Trp Gly Asp Glu Ala Asp Gly Gly Gin Gin 

15 20 25 30 

gag gat gat tct gga gaa gga gag gat gat gcg gag gtt cag caa gaa 144 
Glu Asp Asp Ser Gly Glu Gly Glu Asp Asp Ala Glu Val Gin Gin Glu 

35 40 45 

tgc ctg cat aaa ttt tec ace egg gat tat ate atg gaa ccc tec ate 192 
Cys Leu His Lys Phe Ser Thr Arg Asp Tyr He Met Glu Pro Ser He 
50 55 60 

ttc aac act ctg aag agg tat ttt cag gca gga ggg tct cca gag aat 240 
Phe Asn Thr Leu Lys Arg Tyr Phe Gin Ala Gly Gly Ser Pro Glu Asn 

65 70 75 

gtt ate cag etc tta tct gaa aac tac ace get gtg gcc cag act gtg 288 
Val He Gin Leu Leu Ser Glu Asn Tyr Thr Ala Val Ala Gin Thr Vat 
80 85 90 

aac ctg ctg gcc gag tgg etc att cag aca ggt gtt gag cca gtg cag 336 
Asn Leu Leu Ala Glu Trp Leu He Gin Thr Gly Val Glu Pro Val Gin 
95 100 105 110 

2 3 2000-3113305 
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gtt cag gaa act gtg gaa aat cac ttg aag agt ttg ctg ate aaa cat 384 

Val Gin Glu Thr Val Glu Asn His Leu Lys Ser Leu Leu lie Lys His 
115 120 125 

ttt gac ccc cgc aaa gca gat tct att ttt act gaa gaa gga gag acc 432 

Phe Asp Pro Arg Lys Ala Asp Ser He Phe Thr Glu Glu Gly Glu Thr 
130 135 140 

cca gcg tgg ctg gaa cag atg att gca cat acc acg tgg egg gac ctt 480 

Pro Ala Trp Leu Glu Gin Met lie Ala His Thr Thr Trp Arg Asp Leu 
145 150 155 

ttt tat aaa ctg get gaa gee cat cca gac tgt ttg atg ctg aac ttc 528 

Phe Tyr Lys Leu Ala Glu Ala His Pro Asp Cys Leu Met Leu Asn Phe 
160 165 170 

acc gtt aag ctt att tct gac gca ggg tac cag ggg gag ate acc agt 576 

Thr Val Lys Leu He Ser Asp Ala Gly Tyr Gin Gly Glu He Thr Ser 

175 180 185 190 

gtg tec aca gca tgc cag cag eta gaa gtg ttc teg aga gtg etc egg 624 

Val Ser Thr Ala Cys Gin Gin Leu Glu Val Phe Ser Arg Val Leu Arg 

195 200 205 

acc tct eta get aca att tta gat gga gga gaa gaa aac ctt gaa aaa 672 

Thr Ser Leu Ala Thr He Leu Asp Gly Gly Glu Glu Asn Leu Glu Lys 
210 215 220 
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aat etc cct gag ttt gec aag atg gtg tgc cac ggg gag cac acg tac 720 
Asn Leu Pro Glu Phe Ala Lys Met Val Cys His Gly Glu His Thr Tyr 

225 230 235 

ctg ttt gec cag gec atg atg tec gtg ctg gee cag gag gag cag ggg 768 
Leu Phe Ala Gin Ala Met Met Ser Val Leu Ala Gin Glu Glu Gin Gly 

240 245 250 

ggc tec get gtg cgc agg ate gec cag gaa gtg cag cgc ttt gee cag 816 
Gly Ser Ala Val Arg Arg lie Ala Gin Glu Val Gin Arg Phe Ala Gin 

255 260 265 270 

gag aaa ggt cat gac gec agt cag ate aca eta gec ttg ggc aca get 864 
Glu Lys Gly His Asp Ala Ser Gin lie Thr Leu Ala Leu Gly Thr Ala 

275 280 285 

gee tec tac ccc agg gec tgc cag get etc ggg gee atg etg tec aaa 912 
Ala Ser Tyr Pro Arg Ala Cys Gin Ala Leu Gly Ala Met Leu Ser Lys 

290 295 300 

gga gec ctg aac cct get gac ate acc gtc ctg ttc aag atg ttc aca 960 
Gly Ala Leu Asn Pro Ala Asp He Thr Val Leu Phe Lys Met Phe Thr 

305 310 315 

age atg gac cct cct ccg gtt gaa ctt ate cgc gtt cca gee ttc ctg 1008 
Ser Met Asp Pro Pro Pro Val Glu Leu He Arg Val Pro Ala Phe Leu 

320 325 330 

gac ctg ttc atg cag tea etc ttt aaa cca ggg get egg ate aac cag 1056 

2 5 £fi£E#2 0 0 0 - 3 1 1 3 3 0 5 
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Asp Leu Phe Met Gin Ser Leu Phe Lys Pro Gly Ala Arg lie Asn Gin 
335 340 345 350 

gac cac aag cac aaa tac ate cac ate ttg gcg tac gca gca age gtg 1104 
Asp His Lys His Lys Tyr lie His He Leu Ala Tyr Ala Ala Ser Val 
355 360 365 

gtt gag acc tgg aag aag aac aag cga gtg age ate aat aaa gat gag 1152 
Val Glu Thr Trp Lys Lys Asn Lys Arg Val Ser lie Asn Lys Asp Glu 
370 375 380 

ctg aag tea acg tea aaa get gtc gaa acc gtt cac aat ttg tgt tgc 1200 
Leu Lys Ser Thr Ser Lys Ala Val Glu Thr Val His Asn Leu Cys Cys 

385 390 395 

aac gag aac aaa ggg gee tct gaa eta gtg gca gaa ttg age aca ctt 1248 
Asn Glu Asn Lys Gly Ala Ser Glu Leu Val Ala Glu Leu Ser Thr Leu 
400 405 410 

tat cag tgt att agg ttt cca gtg gta gca atg ggt gtg ctg aag tgg 1296 
Tyr Gin Cys He Arg Phe Pro Val Val Ala Met Gly Val Leu Lys Trp 
415 420 425 430 

gtg gat tgg act gta tea gaa cca agg tac ttt cag ctg cag act gac 1344 
Val Asp Trp Thr Val Ser Glu Pro Arg Tyr Phe Gin Leu Gin Thr Asp 
435 440 445 

cat acc cct gtc cac ctg gcg ttg ctg gat gag ate age acc tgc cac 1392 
His Thr Pro Val His Leu Ala Leu Leu Asp Glu He Ser Thr Cys His 

2 6 2O 0 0-3 1 1 3 3 0 E 
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450 455 460 

cag etc ctg cac ccc cag gtc ctg cag ctg ctt gtt aag ctt ttt gag 1440 
Gin Leu Leu His Pro Gin Val Leu Gin Leu Leu Val Lys Leu Phe Glu 
465 470 475 

act gag cac tec cag ctg gac gtg atg gag cag ctt gag ttg aag aag 1488 
Thr Glu His Ser Gin Leu Asp Val Met Glu Gin Leu Glu Leu Lys Lys 
480 485 490 

aca ctg ctg gac agg atg gtt cac ctg ctg agt cga ggt tat gta ctt 1536 
Thr Leu Leu Asp Arg Met Val His Leu Leu Ser Arg Gly Tyr Val Leu 

495 500 505 510 

cct gtt gtc agt tac ate cga aag tgt ctg gag aag ctg gac act gac 1584 
Pro Val Val Ser Tyr lie Arg Lys Cys Leu Glu Lys Leu Asp Thr Asp 

515 520 525 

att tea etc att cgc tat ttt gtc act gag gtg ctg gac gtc att get 1632 
He Ser Leu lie Arg Tyr Phe Val Thr Glu Val Leu Asp Val He Ala 

530 535 540 

cct cct tat acc tct gac ttc gtg caa ctt ttc etc ccc ate ctg gag 1680 
Pro Pro Tyr Thr Ser Asp Phe Val Gin Leu Phe Leu Pro He Leu Glu 

545 550 555 

aat gac age ate gca ggt acc ate aaa acg gaa ggc gag cat gac cct 1728 
Asn Asp Ser He Ala Gly Thr He Lys Thr Glu Gly Glu His Asp Pro 

560 565 570 
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gtg acg gag ttt ata get cac tgc aaa tct aac ttc ate atg gtg aac 1776 

Val Thr Glu Phe He Ala His Cys Lys Ser Asn Phe lie Met Val Asn 

575 580 585 590 

taa tttagagcat cctccagagc tgaagcagaa cattccagaa cccgttgtgg 1829 



aaaaaccctt tcaagaagct gttttaagag gctctggcag cgtcttgaaa atgggcaccg 1889 



ctgggaggag gtggatgact tctttacaaa ggaaaatggt agcagcttca gtgagaaact 1949 



gcccttacaa acagtccctt ctctgctgtc aatccaatac tgctcccaaa tcctgttttc 2009 



agtgttcatt tccctcaagg caggegctgg gctcccacga cccctcagga cagatctggc 2069 



cgtcagccgc gggccgctgg gaactccact eggggaaetc ctttccaagc tgacctcagt 2129 



tttctcacaa gaacccagtt agctgatgtt ttattgtaat tgtcttaatt tgctaagaac 2189 



aagtaataag taaattttta aaaagee 2216 



<210> 4 
<211> 590 
<212> PRT 

<213> Homo sapiens 
<400> 4 



ffilE#2 000-3113305 



#2 0 0 0-0 3 4 0 9 0 



Met Ala Gly Ala Val Pro Gly Ala He Met Asp Glu Asp Tyr Tyr Gly 

15 10 15 

Ser Ala Ala Glu Trp Gly Asp Glu Ala Asp Gly Gly Gin Gin Glu Asp 

20 25 30 

Asp Ser Gly Glu Gly Glu Asp Asp Ala Glu Val Gin Gin Glu Cys Leu 

35 40 45 

His Lys Phe Ser Thr Arg Asp Tyr lie Met Glu Pro Ser lie Phe Asn 

50 55 60 

Thr Leu Lys Arg Tyr Phe Gin Ala Gly Gly Ser Pro Glu Asn Val He 
65 70 75 80 

Gin Leu Leu Ser Glu Asn Tyr Thr Ala Val Ala Gin Thr Val Asn Leu 

85 90 95 

Leu Ala Glu Trp Leu He Gin Thr Gly Val Glu Pro Val Gin Val Gin 

100 105 110 

Glu Thr Val Glu Asn His Leu Lys Ser Leu Leu He Lys His Phe Asp 

115 120 125 

Pro Arg Lys Ala Asp Ser He Phe Thr Glu Glu Gly Glu Thr Pro Ala 

130 135 140 

Trp Leu Glu Gin Met He Ala His Thr Thr Trp Arg Asp Leu Phe Tyr 
145 150 155 160 

Lys Leu Ala Glu Ala His Pro Asp Cys Leu Met Leu Asn Phe Thr Val 

165 170 175 

Lys Leu He Ser Asp Ala Gly Tyr Gin Gly Glu lie Thr Ser Val Ser 

180 185 190 

Thr Ala Cys Gin Gin Leu Glu Val Phe Ser Arg Val Leu Arg Thr Ser 

195 200 205 

Leu Ala Thr lie Leu Asp Gly Gly Glu Glu Asn Leu Glu Lys Asn Leu 

210 215 220 

Pro Glu Phe Ala Lys Met Val Cys His Gly Glu His Thr Tyr Leu Phe 
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225 230 235 240 

Ala Gin Ala Met Met Ser Val Leu Ala Gin Glu Glu Gin Gly Gly Ser 

245 250 255 

Ala Val Arg Arg He Ala Gin Glu Val Gin Arg Phe Ala Gin Glu Lys 

260 265 270 

Gly His Asp Ala Ser Gin He Thr Leu Ala Leu Gly Thr Ala Ala Ser 

275 280 285 

Tyr Pro Arg Ala Cys Gin Ala Leu Gly Ala Met Leu Ser Lys Gly Ala 

290 295 300 

Leu Asn Pro Ala Asp He Thr Val Leu Phe Lys Met Phe Thr Ser Met 
305 310 315 320 

Asp Pro Pro Pro Val Glu Leu lie Arg Val Pro Ala Phe Leu Asp Leu 

325 330 335 

Phe Met Gin Ser Leu Phe Lys Pro Gly Ala Arg He Asn Gin Asp His 

340 345 350 

Lys His Lys Tyr He His He Leu Ala Tyr Ala Ala Ser Val Val Glu 

355 360 365 

Thr Trp Lys Lys Asn Lys Arg Val Ser He Asn Lys Asp Glu Leu Lys 

370 375 380 

Ser Thr Ser Lys Ala Val Glu Thr Val His Asn Leu Cys Cys Asn Glu 
385 390 395 400 

Asn Lys Gly Ala Ser Glu Leu Val Ala Glu Leu Ser Thr Leu Tyr Gin 

405 410 415 

Cys He Arg Phe Pro Val Val Ala Met Gly Val Leu Lys Trp Val Asp 

420 425 430 

Trp Thr Val Ser Glu Pro Arg Tyr Phe Gin Leu Gin Thr Asp His Thr 

435 440 445 

Pro Val His Leu Ala Leu Leu Asp Glu lie Ser Thr Cys His Gin Leu 
450 455 460 
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Leu His Pro Gin Val Leu Gin Leu Leu Val Lys Leu Phe Glu Thr Glu 
465 470 475 480 

His Ser Gin Leu Asp Val Met Glu Gin Leu Glu Leu Lys Lys Thr Leu 

485 490 495 

Leu Asp Arg Met Val His Leu Leu Ser Arg Gly Tyr Val Leu Pro Val 

500 505 510 

Val Ser Tyr He Arg Lys Cys Leu Glu Lys Leu Asp Thr Asp lie Ser 

515 520 525 

Leu He Arg Tyr Phe Val Thr Glu Val Leu Asp Val He Ala Pro Pro 

530 535 540 

Tyr Thr Ser Asp Phe Val Gin Leu Phe Leu Pro He Leu Glu Asn Asp 
545 550 555 560 

Ser He Ala Gly Thr He Lys Thr Glu Gly Glu His Asp Pro Val Thr 

565 570 575 

Glu Phe He Ala His Cys Lys Ser Asn Phe lie Met Val Asn 
580 585 590 



<210> 5 
<211> 1620 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (217).. (597) 

<400> 5 

3 1 ffifI4$2 0 0 0 - 3 1 1 3 3 0 E 
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gtttttctgc cgcgtccacc acaacctctg ctgtatcaga gggggccttc gccgccgccg 60 

cccccaccac cgcccctgcc gccatcgcca cctccgccgc tgccgccttg gggccctcct 120 

ccttcaccgc ccccttcacc acctctacac gttctaggcc ttctgtcctg gagaagaagc 180 

tatagtcgtt ctcccttgtg ggcccggggc gcagcc atg gcg gac ggc ggc ggc 234 

Met Ala Asp Gly Gly Gly 

1 5 

ggc ggg gga act ggc gcg gtg ggc ggc ggc gga act age cag gec tct 282 
Gly Gly Gly Thr Gly Ala Val Gly Gly Gly Gly Thr Ser Gin Ala Ser 
10 15 20 

gec ggg gca gcg act ggc get act ggg gec age ggg ggc ggt ggc ccc 330 
Ala Gly Ala Ala Thr Gly Ala Thr Gly Ala Ser Gly Gly Gly Gly Pro 

25 30 35 

ate aac ccg gee teg ctg cct ccc ggc gac ccg cag etc ate get etc 378 
He Asn Pro Ala Ser Leu Pro Pro Gly Asp Pro Gin Leu He Ala Leu 

40 45 50 

ate gtg gag cag etc aag age egg ggc ctt ttt gac age ttc cgc egg 426 
He Val Glu Gin Leu Lys Ser Arg Gly Leu Phe Asp Ser Phe Arg Arg 

55 60 65 70 

gac tgc ctg gec gac gtg gac acc aag cca get tac caa aac ctg agg 474 
Asp Cys Leu Ala Asp Val Asp Thr Lys Pro Ala Tyr Gin Asn Leu Arg 

75 80 85 

3 2 ffiffiE^ 2000-31 1330 
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cag aaa gtg gat aat ttt gtg tea aca cat ctg gac aag cag gaa tgg 522 
Gin Lys Val Asp Asn Phe Val Ser Thr His Leu Asp Lys Gin Glu Trp 
90 95 100 

aat cct acg atg aac aaa aac cag ttg cga aat ggt ctg agg cag agt 570 
Asn Pro Thr Met Asn Lys Asn Gin Leu Arg Asn Gly Leu Arg Gin Ser 
105 110 115 

gtg gtt cag ttg ggt gat tgt ggg tga gattgtgcag taggaataac 617 
Val Val Gin Leu Gly Asp Cys Gly 
120 125 

agctgctggt tgagaattac ccctcaaaag tgaaaatagc gtgagctgta tatggtcagg 677 

gatgttggaa gctggagtag acaggattat ttctcaggtg gtggatccaa aacttaacca 737 

catcttcagg ccacaaatag aacgagcaat tcatgagttc ctggcggccc agaaaaaagc 797 

agctgtgcca gcaccccctc cagagcccga aggecaggae cctccagctc catctcagga 857 

cacttcctaa gaatacgeca gacacctttt gaaagctaat ttttggtgaa gaaatggatt 917 

eggttacata agagtgeaac ttcagactga agataggeca aggtegtcac tgatctcaag 977 

atttcaacct tgaccatggg cagtgaccag attgaaaggg gagcaagttc ggcagtggga 1037 

gagttgaccg tgtcaccccc tgcattgtgc tgccatttgg ccagcctgtc caagggcatg 1097 
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acaccaagta gacactacag agagagaaac actacagcaa cccagggttg tcctgaaaca 1157 
gacttttata cttgaacatg gagactgcac atggacttta gggtttgtgc tgtgggataa 1217 
acggaagcta cagtgagaac atagccagtc ccaaagacaa tttcaaagaa aaatgacagt 1277 
aaagattagc tgggagtagt ctttgacagt gcttatttga tactgtctct cagagtttgc 1337 
aaaccagatt gtacaagtca ttagcgtcag atagctttaa agttgtgacc ttcttgtaca 1397 
tgaatcttct agccagtttc ctttcctttg taacgaaaca tgaaatccta gaatgtatga 1457 
gaagttcaga cattaggcat aaggaaactc gtttgcaggc tctctgtcca gggctgcttc 1517 
ctgtcctgga ggggccagtg agtcttaggt atgtttattt tattctcaca tttgtgtttt 1577 
tttagaaaag tgaatggtca ataaatggct tatctttcat aat 1620 

<210> 6 

<211> 126 

<212> PRT 

<213> Homo sapiens 

<400> 6 

Met Ala Asp Gly Gly Gly Gly Gly Gly Thr Gly Ala Val Gly Gly Gly 

15 10 15 

Gly Thr Ser Gin Ala Ser Ala Gly Ala Ala Thr Gly Ala Thr Gly Ala 
20 25 30 

3 4 JfS3E#2 0 0 0 - 3 1 1 3 3 0 5 



#2 000 — 03409 



Ser Gly Gly Gly Gly Pro He Asn 
35 40 
Pro Gin Leu lie Ala Leu lie Val 

50 55 
Phe Asp Ser Phe Arg Arg Asp Cys 

65 70 
Ala Tyr Gin Asn Leu Arg Gin Lys 
85 

Leu Asp Lys Gin Glu Trp Asn Pro 
100 

Asn Gly Leu Arg Gin Ser Val Val 
115 120 



Pro Ala Ser Leu Pro Pro Gly Asp 
45 

Glu Gin Leu Lys Ser Arg Gly Leu 
60 

Leu Ala Asp Val Asp Thr Lys Pro 
75 80 
Val Asp Asn Phe Val Ser Thr His 

90 95 
Thr Met Asn Lys Asn Gin Leu Arg 
105 110 
Gin Leu Gly Asp Cys Gly 
125 



<210> 7 
<211> 1349 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (185) .. (1042) 
<400> 7 

gtatttccaa ggactccaaa gcgaggccgg ggactgaagg tgtgggtgtc gagccctctg 60 
gcagagggtt aacctgggtc aaatgcacgg attctcacct cgtacagtta cgctctcccg 120 



3 5 



ffi!E#2 000-31 1 3 3 0! 



#2 000 — 034090 



cggcacgtcc gcgaggactt gaagtcctga gcgctcaagt ttgtccgtag gtcgagagaa 180 

ggcc atg gag gtg ccg cca ccg gca ccg egg age ttt etc tgt aga gca 229 
Met Glu Val Pro Pro Pro Ala Pro Arg Ser Phe Leu Cys Arg Ala 

15 10 15 

ttg tgc eta ttt ccc cga gtc ttt get gee gaa get gtg act gee gat 277 
Leu Cys Leu Phe Pro Arg Val Phe Ala Ala Glu Ala Val Thr Ala Asp 

20 25 30 

teg gaa gtc ctt gag gag cgt cag aag egg ctt ccc tac gtc cca gag 325 
Ser Glu Val Leu Glu Glu Arg Gin Lys Arg Leu Pro Tyr Val Pro Glu 

35 40 45 

ccc tat tac ccg gaa tct gga tgg gac cgc etc egg gag ctg ttt ggc 373 
Pro Tyr Tyr Pro Glu Ser Gly Trp Asp Arg Leu Arg Glu Leu Phe Gly 
50 55 60 

aaa gat gaa cag cag aga att tea aag gac ctt get aat ate tgt aag 421 
Lys Asp Glu Gin Gin Arg lie Ser Lys Asp Leu Ala Asn lie Cys Lys 
65 70 75 

acg gca get aca gca ggc ate att ggc tgg gtg tat ggg gga ata cca 469 
Thr Ala Ala Thr Ala Gly He He Gly Trp Val Tyr Gly Gly He Pro 
80 85 90 95 

get ttt att cat get aaa caa caa tac att gag cag age cag gca gaa 517 
Ala Phe lie His Ala Lys Gin Gin Tyr He Glu Gin Ser Gin Ala Glu 
100 105 110 

3 6 ffiIE# 2 0 0 0-3 1 1 3 3 0 E 



#2000-03409^ 



att tat cat aac egg ttt gat get gtg caa tct gca cat cgt get gee 565 

He Tyr His Asn Arg Phe Asp Ala Val Gin Ser Ala His Arg Ala Ala 
115 120 125 

aca cga ggc ttc att cgt tat ggc tgg cgc tgg ggt tgg aga act gca 613 

Thr Arg Gly Phe He Arg Tyr Gly Trp Arg Trp Gly Trp Arg Thr Ala 

130 135 140 

gtg ttt gtg act ata ttc aac aca gtg aac act agt ctg aat gta tac 661 

Val Phe Val Thr He Phe Asn Thr Val Asn Thr Ser Leu Asn Val Tyr 

145 150 155 

cga aat aaa gat gec tta age cat ttt gta att gca gga get gtc acg 709 

Arg Asn Lys Asp Ala Leu Ser His Phe Val lie Ala Gly Ala Val Thr 

160 165 170 175 

gga agt ctt ttt agg ata aac gta ggc ctg cgt ggc ctg gtg get ggt 757 

Gly Ser Leu Phe Arg He Asn Val Gly Leu Arg Gly Leu Val Ala Gly 
180 185 190 

ggc ata att gga gec ttg ctg ggc act cct gta gga ggc ctg ctg atg 805 

Gly He He Gly Ala Leu Leu Gly Thr Pro Val Gly Gly Leu Leu Met 

195 200 205 

gca ttt cag aag tac tct ggt gag act gtt cag gaa aga aaa cag aag 853 

Ala Phe Gin Lys Tyr Ser Gly Glu Thr Val Gin Glu Arg Lys Gin Lys 

210 215 220 



ffiffiE# 2000-31 1 3 3 0 E 



#2 000 — 034090 



gat cga aag gca etc cat gag eta aaa ctg gaa gag tgg aaa ggc aga 901 
Asp Arg Lys Ala Leu His Glu Leu Lys Leu Glu Glu Trp Lys Gly Arg 

225 230 235 

eta caa gtt act gag cac etc cct gag aaa att gaa agt agt tta cag 949 
Leu Gin Val Thr Glu His Leu Pro Glu Lys lie Glu Ser Ser Leu Gin 

240 245 250 255 

gaa gat gaa cct gag aat gat get aag aaa att gaa gca ctg eta aac 997 
Glu Asp Glu Pro Glu Asn Asp Ala Lys Lys lie Glu Ala Leu Leu Asn 

260 265 270 

ctt cct aga aac cct tea gta ata gat aaa caa gac aag gac tga 1042 
Leu Pro Arg Asn Pro Ser Val lie Asp Lys Gin Asp Lys Asp 

275 280 285 

aagtgctctg aacttgaaac tcactggaga gctgaaggga getgecatgt ccgatgaatg 1102 
ceaacagaca ggccactctt tggtcagect gctgacaaat ttaagtgctg gtacctgtgg 1162 
tggcagtggc ttgctcttgt ctttttcttt tctttttaac taagaatggg gctgttgtac 1222 
tctcacttta cttatccttc aatttaaata catacttatg tttgtattaa tctateaata 1282 
tatgeataca tgaatatatc cacccaccta gattttaagc agtaaataaa acatttcgea 1342 
aaagatt 1349 



ffifE4f 2000-3113305 



#2000 — 03409a 



<210> 8 
<211> 285 
<212> PRT 

<213> Homo sapiens 
<400> 8 

Met Glu Val Pro Pro Pro Ala Pro Arg Ser Phe Leu Cys Arg Ala Leu 

15 10 15 

Cys Leu Phe Pro Arg Val Phe Ala Ala Glu Ala Val Thr Ala Asp Ser 

20 25 30 

Glu Val Leu Glu Glu Arg Gin Lys Arg Leu Pro Tyr Val Pro Glu Pro 

35 40 45 

Tyr Tyr Pro Glu Ser Gly Trp Asp Arg Leu Arg Glu Leu Phe Gly Lys 

50 55 60 

Asp Glu Gin Gin Arg He Ser Lys Asp Leu Ala isn lie Cys Lys Thr 
65 70 75 80 

Ala Ala Thr Ala Gly He He Gly Trp Val Tyr Gly Gly He Pro Ala 

85 90 95 

Phe He His Ala Lys Gin Gin Tyr He Glu Gin Ser Gin Ala Glu He 

100 105 110 

Tyr His Asn Arg Phe Asp Ala Val Gin Ser Ala His Arg Ala Ala Thr 

115 120 125 

Arg Gly Phe lie Arg Tyr Gly Trp Arg Trp Gly Trp Arg Thr Ala Val 

130 135 140 

Phe Val Thr lie Phe Asn Thr Val Asn Thr Ser Leu Asn Val Tyr Arg 
145 150 155 160 

Asn Lys Asp Ala Leu Ser His Phe Val He Ala Gly Ala Val Thr Gly 

165 170 175 

Ser Leu Phe Arg He Asn Val Gly Leu Arg Gly Leu Val Ala Gly Gly 

3 9 ffiffi # 2000-3 1 1 3 3 0 f 



#2 000 — 034090 



180 185 190 

He He Gly Ala Leu Leu Gly Thr Pro Val Gly Gly Leu Leu Met Ala 

195 200 205 

Phe Gin Lys Tyr Ser Gly Glu Thr Val Gin Glu Arg Lys Gin Lys Asp 

210 215 220 

Arg Lys Ala Leu His Glu Leu Lys Leu Glu Glu Trp Lys Gly Arg Leu 
225 230 235 240 

Gin Val Thr Glu His Leu Pro Glu Lys He Glu Ser Ser Leu Gin Glu 

245 250 255 

Asp Glu Pro Glu Asn Asp Ala Lys Lys He Glu Ala Leu Leu Asn Leu 

260 265 270 

Pro Arg Asn Pro Ser Val lie Asp Lys Gin Asp Lys Asp 
275 280 285 



<210> 9 
<211> 1355 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (79).. (1068) 

<400> 9 

gatggcggct tcctagtgag tcggcggctg atttagaagg aggttcaggc tacggtgagc 60 

cgaagccaca caggagcc atg gaa gtg gca gag ccc age age ccc act gaa 111 

4 0 2OO 0-3 1 1 3 3 0! 



#2000—03409 



Met Glu Val Ala Glu Pro Ser Ser Pro Thr Glu 
1 5 10 

gag gag gag gag gaa gag gag cac teg gca gag cct egg ccc cgc act 159 
Glu Glu Glu Glu Glu Glu Glu His Ser Ala Glu Pro Arg Pro Arg Thr 

15 20 25 

cgc tec aat cct gaa ggg get gag gac egg gca gta ggg gca cag gec 207 
Arg Ser Asn Pro Glu Gly Ala Glu Asp Arg Ala Val Gly Ala Gin Ala 
30 35 40 

age gtg ggc age cgc age gag ggt gag ggt gag gec gec agt get gat 255 
Ser Val Gly Ser Arg Ser Glu Gly Glu Gly Glu Ala Ala Ser Ala Asp 

45 50 55 

gat ggg age etc aac act tea gga gec ggc cct aag tec tgg cag gtg 303 
Asp Gly Ser Leu Asn Thr Ser Gly Ala Gly Pro Lys Ser Trp Gin Val 
60 65 70 75 

ccc ccg cca gec cct gag gtc caa att egg aca cca agg gtc aac tgt 351 
Pro Pro Pro Ala Pro Glu Val Gin He Arg Thr Pro Arg Val Asn Cys 
80 85 90 

cca gag aaa gtg att ate tgc ctg gac ctg tea gag gaa atg tea ctg 399 
Pro Glu Lys Val He He Cys Leu Asp Leu Ser Glu Glu Met Ser Leu 
95 100 105 

cca aag ctg gag teg ttc aac ggc tec aaa acc aac gec etc aat gtc 447 
Pr Lys Leu Glu Ser Phe Asn Gly Ser Lys Thr Asn Ala Leu Asn Val 

4 1 mU<& 2 0 00-31 13305 



#2000—034090 



110 115 120 

tec cag aag atg att gag atg ttc gtg egg aca aaa cac aag ate gac 495 

Ser Gin Lys Met He Glu Met Phe Val Arg Thr Lys His Lys He Asp 
125 130 135 

aaa age cac gag ttt gca ctg gtg gtg gtg aac gat gac acg gec tgg 543 

Lys Ser His Glu Phe Ala Leu Val Val Val Asn Asp Asp Thr Ala Trp 

140 145 150 155 

ctg tct ggc ctg acc tec gac ccc cgc gag etc tgt age tgc etc tat 591 

Leu Ser Gly Leu Thr Ser Asp Pro Arg Glu Leu Cys Ser Cys Leu Tyr 
160 165 170 

gat ctg gag acg gee tec tgt tec acc ttc aat ctg gaa gga ctt ttc 639 

Asp Leu Glu Thr Ala Ser Cys Ser Thr Phe Asn Leu Glu Gly Leu Phe 

175 180 185 

age etc ate cag cag aaa act gag ctt ccg gtc aca gag aac gtg cag 687 

Ser Leu lie Gin Gin Lys Thr Glu Leu Pro Val Thr Glu Asn Val Gin 

190 195 200 

acg att ccc ccg cca tat gtg gtc cgc acc ate ctt gtc tac age cgt 735 

Thr He Pro Pro Pro Tyr Val Val Arg Thr He Leu Val Tyr Ser Arg 

205 210 215 

cca cct tgc cag ccc cag ttc tec ttg acg gag ccc atg aag aaa atg 783 

Pro Pro Cys Gin Pro Gin Phe Ser Leu Thr Glu Pro Met Lys Lys Met 

220 225 230 235 

4 2 ffiliE# 2000-31 13305 



#2000—03409 0 



ttc cag tgc cca tat ttc ttc ttt gac gtt gtt tac ate cac aat ggc 831 
Phe Gin Cys Pro Tyr Phe Phe Phe Asp Val Val Tyr He His Asn Gly 
240 245 250 

act gag gag aag gag gag gag atg agt tgg aag gat atg ttt gec ttc 879 
Thr Glu Glu Lys Glu Glu Glu Met Ser Trp Lys Asp Met Phe Ala Phe 

255 260 265 

atg ggc age ctg gat ace aag ggt ace age tac aaa tat gag gtg gca 927 
Met Gly Ser Leu Asp Thr Lys Gly Thr Ser Tyr Lys Tyr Glu Val Ala 

270 275 280 

ctg get ggg cca gee ctg gag ttg cac aac tgc atg gcg aaa ctg ttg 975 
Leu Ala Gly Pro Ala Leu Glu Leu His Asn Cys Met Ala Lys Leu Leu 

285 290 295 

gee cac ccc ctg cag egg cct tgc cag age cat get tec tac age ctg 1023 
Ala His Pro Leu Gin Arg Pro Cys Gin Ser His Ala Ser Tyr Ser Leu 
300 305 310 315 

ctg gag gag gag gat gaa gee att gag gtt gag gee act gtc tga 1068 
Leu Glu Glu Glu Asp Glu Ala He Glu Val Glu Ala Thr Val 

320 325 330 

accatccctg tacatctgea ccttcttgtg caaggaagtc cttggcctaa agccttggtt 1128 
ctcaaactgg gttccttggg acctccgggg tgggggggtt ccaggaggca egtagggtae 1188 

4 3 ffi8iE4$ 2000-31 13305 



#2 000 — 034090 



cttgcagggt cctaggaggg aaacccagga ttccaggagg gatcccagga actgtgggca 1248 



cccattttct gtgtctccca gcccatttcc actcctagtt tgtcatggat aatttttgtt 1308 



cttccctgtg tgatttttgc catcaaaata aaaatttgag actcgtt 1355 



<210> 10 
<211> 329 
<212> PRT 

<213> Homo sapiens 
<400> 10 

Met Glu Val Ala Glu Pro Ser Ser Pro Thr Glu Glu Glu Glu Glu Glu 

15 10 15 

Glu Glu His Ser Ala Glu Pro Arg Pro Arg Thr Arg Ser Asn Pro Glu 

20 25 30 

Gly Ala Glu Asp Arg Ala Val Gly Ala Gin Ala Ser Val Gly Ser Arg 

35 40 45 

Ser Glu Gly Glu Gly Glu Ala Ala Ser Ala Asp Asp Gly Ser Leu Asn 

50 55 60 

Thr Ser Gly Ala Gly Pro Lys Ser Trp Gin Val Pro Pro Pro Ala Pro 
65 70 75 80 

Glu Val Gin lie Arg Thr Pro Arg Val Asn Cys Pro Glu Lys Val He 

85 90 95 

lie Cys Leu Asp Leu Ser Glu Glu Met Ser Leu Pro Lys Leu Glu Ser 

100 105 110 

Phe Asn Gly Ser Lys Thr Asn Ala Leu Asn Val Ser Gin Lys Met He 
115 120 125 



4 4 ai$E# 2 0 0 0-3 1 1 3 3 0 E 



#2000-034090 



Glu Met Phe Val Arg Thr Lys His Lys He Asp Lys Ser His Glu Phe 

130 135 140 

Ala Leu Val Val Val Asn Asp Asp Thr Ala Trp Leu Ser Gly Leu Thr 
145 150 155 160 

Ser Asp Pro Arg Glu Leu Cys Ser Cys Leu Tyr Asp Leu Glu Thr Ala 

165 170 175 

Ser Cys Ser Thr Phe Asn Leu Glu Gly Leu Phe Ser Leu He Gin Gin 

180 185 190 

Lys Thr Glu Leu Pro Val Thr Glu Asn Val Gin Thr lie Pro Pro Pro 

195 200 205 

Tyr Val Val Arg Thr He Leu Val Tyr Ser Arg Pro Pro Cys Gin Pro 

210 215 220 

Gin Phe Ser Leu Thr Glu Pro Met Lys Lys Met Phe Gin Cys Pro Tyr 
225 230 235 240 

Phe Phe Phe Asp Val Val Tyr lie His Asn Gly Thr Glu Glu Lys Glu 

245 250 255 

Glu Glu Met Ser Trp Lys Asp Met Phe Ala Phe Met Gly Ser Leu Asp 

260 265 270 

Thr Lys Gly Thr Ser Tyr Lys Tyr Glu Val Ala Leu Ala Gly Pro Ala 

275 280 285 

Leu Glu Leu His Asn Cys Met Ala Lys Leu Leu Ala His Pro Leu Gin 

290 295 300 

Arg Pro Cys Gin Ser His Ala Ser Tyr Ser Leu Leu Glu Glu Glu Asp 
305 310 315 320 

Glu Ala lie Glu Val Glu Ala Thr Val 
325 



4 5 
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432 000 — 034090 



<210> 11 
<211> 1543 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (29).. (730) 

<400> 11 

gctctggggc gcgggcgatt tgtaggta atg gca ggc gtt egg tea ctg agg 52 

Met Ala Gly Val Arg Ser Leu Arg 

1 5 

tgt age aga gga tgc get ggc ggc tgt gag tgc ggc gac aag ggc aaa 100 
Cys Ser Arg Gly Cys Ala Gly Gly Cys Glu Cys Gly Asp Lys Gly Lys 
10 15 20 

tgc age gac tec teg ctg ttg ggc aag aga etc tec gaa gac teg age 148 
Cys Ser Asp Ser Ser Leu Leu Gly Lys Arg Leu Ser Glu Asp Ser Ser 
25 30 35 40 

cgc cac cag ctg ttg cag aag tgg gcg age atg tgg age tec atg age 196 
Arg His Gin Leu Leu Gin Lys Trp Ala Ser Met Trp Ser Ser Met Ser 
45 50 55 

gaa gac gcg teg gtg gee gac atg gag agg gcg cag ctg gag gag gag 244 
Glu Asp Ala Ser Val Ala Asp Met Glu Arg Ala Gin Leu Glu Glu Glu 
60 65 70 

4 6 aill# 2000-31 1330E 



#2000—034090 



gcg gcg get gcg gag gag agg ccg ctg gtg ttc ctg tgc tec ggc tgc 292 
Ala Ala Ala Ala Glu Glu Arg Pro Leu Val Phe Leu Cys Ser Gly Cys 
75 80 85 

egg egg ccg ctg ggc gac teg ctg age tgg gtg gec age cag gag gac 340 
Arg Arg Pro Leu Gly Asp Ser Leu Ser Trp Val Ala Ser Gin Glu Asp 
90 95 100 

acc aac tgc ate ctg ctt cgc tgt gtt tec tgt aat gtt tct gtg gat 388 
Thr Asn Cys lie Leu Leu Arg Cys Val Ser Cys Asn Val Ser Val Asp 
105 110 115 120 

aag gaa cag aag eta tec aaa cgt gaa aag gaa aat ggt tgc gtc ctt 436 
Lys Glu Gin Lys Leu Ser Lys Arg Glu Lys Glu Asn Gly Cys Val Leu 

125, 130 135 

gag act ttg tgc tgc gcg ggg tgc tea etc aat ctt ggc tac gtg tac 484 
Glu Thr Leu Cys Cys Ala Gly Cys Ser Leu Asn Leu Gly Tyr Val Tyr 
140 145 150 

aga tgc acg ccc aag aat ctt gat tac aag aga gac ttg ttt tgc etc 532 
Arg Cys Thr Pro Lys Asn Leu Asp Tyr Lys Arg Asp Leu Phe Cys Leu 
155 160 165 

agt gtt gaa gee att gaa agt tat gtt tta ggg tec tct gaa aag caa 580 
Ser Val Glu Ala lie Glu Ser Tyr Val Leu Gly Ser Ser Glu Lys Gin 
170 175 180 



4 7 mil# 2000-31 13305 



#2 000-034090 

att gtg tea gaa gat aaa gag ctt ttt aat ctt gaa age aga gtt gaa 628 
lie Val Ser Glu Asp Lys Glu Leu Phe Asn Leu Glu Ser Arg Val Glu 
185 190 195 200 

ata gaa aag tct eta aca cag atg gaa gat gtc ttg aaa gca tta caa 676 
He Glu Lys Ser Leu Thr Gin Met Glu Asp Val Leu Lys Ala Leu Gin 

205 210 v 215 

atg aag ctg tgg gag gee gaa tec aaa ttg tec ttt gee act tgt aaa 724 
Met Lys Leu Trp Glu Ala Glu Ser Lys Leu Ser Phe Ala Thr Cys Lys 
220 225 230 

age tga actctagtct gtgtcctcca ttctgccccc gcccttcctc cccttatttg 780 
Ser 

ttaaatgaag caacatagtg agaegtegtc tctacaaaaa aaaaaagaaa aaaaaaaatt 840 
agecaggcat gegaaacget gaggtgggag gatcagatga gcttgggagg ttgaggctgc 900 
agtgagcctt ggtcatgeca etactgegtt ctagtctggg caacagagtg agaccttctc 960 
tcaaaaaaaa aacceaaaat tgtagaatta cttctatagc tatattttat gataaagaag 1020 
tgattgtttc teaaaatege attttaaaga cgttttatgg tacttgttgg aattgggact 1080 
taggagtttt gattttgata agaaactggg atgattttct gaactttttt tcctctgtat 1140 
cacatttatt tactattttt aaaaactttg acatttaaca cttgggacaa catttattat 1200 



£BftE# 2000-3113305 



#2 000 — 03409 



aaatgataag aaaaatctta gaggtttgtc tacccacagt gtcatggaat cttctctgaa 1260 



aactaatcca taaagttccc tggagaaatt ggtcagaatg atctgtcaga accatttgaa 1320 



aacttgctca agagcagttg cttatatata gtaggatttt actttttcct gcttatgtac 1380 



tactatatgc ttaaaaaacc tggaggaata cttaccaaag aggagtaacc atctctgagg 1440 



gtgggattct gggggaattt ttgttttttt ctgttttcta taatgtgaaa cttttgtagt 1500 



atgtattttt ctaattgaag agaataaaga ttaaaacaaa gtg 1543 



<210> 12 
<211> 233 
<212> PRT 

<213> Homo sapiens 
<400> 12 

Met Ala Gly Val Arg Ser Leu Arg Cys Ser Arg Gly Cys Ala Gly Gly 

15 10 15 

Cys Glu Cys Gly Asp Lys Gly Lys Cys Ser Asp Ser Ser Leu Leu Gly 

20 25 30 

Lys Arg Leu Ser Glu Asp Ser Ser Arg His Gin Leu Leu Gin Lys Trp 

35 40 45 

Ala Ser Met Trp Ser Ser Met Ser Glu Asp Ala Ser Val Ala Asp Met 

50 55 60 

Glu Arg Ala Gin Leu Glu Glu Glu Ala Ala Ala Ala Glu Glu Arg Pro 
65 70 75 80 



4 9 2 0 00-3113305 
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Leu Val Phe Leu Cys Ser Gly Cys Arg Arg Pro Leu Gly Asp Ser Leu 

85 90 95 

Ser Trp Val Ala Ser Gin Glu Asp Thr Asn Cys He Leu Leu Arg Cys 

100 105 110 

Val Ser Cys Asn Val Ser Val Asp Lys Glu Gin Lys Leu Ser Lys Arg 

115 120 125 

Glu Lys Glu Asn Gly Cys Val Leu Glu Thr Leu Cys Cys Ala Gly Cys 

130 135 140 

Ser Leu Asn Leu Gly Tyr Val Tyr Arg Cys Thr Pro Lys Asn Leu Asp 
145 150 155 160 

Tyr Lys Arg Asp Leu Phe Cys Leu Ser Val Glu Ala He Glu Ser Tyr 

165 170 175 

Val Leu Gly Ser Ser Glu Lys Gin lie Val Ser Glu Asp Lys Glu Leu 

180 185 190 

Phe Asn Leu Glu Ser Arg Val Glu lie Glu Lys Ser Leu Thr Gin Met 

195 200 205 

Glu Asp Val Leu Lys Ala Leu Gin Met Lys Leu Trp Glu Ala Glu Ser 

210 215 220 

Lys Leu Ser Phe Ala Thr Cys Lys Ser 
225 230 



<210> 13 
<211> 1436 
<212> DNA 

<213> Homo sapiens 
<220> 

5 0 ffiltE# 2000-311330 f 
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P 



<221> CDS 

<222> (31).. (582) 

<400> 13 

acgtgaccca agccccagct tcgcgcaggg atg gag ccg gaa gag ggg acg ccc 54 

Met Glu Pro Glu Glu Gly Thr pro 

1 5 

ttg tgg egg ctg cag aag ctg ccg gec gag ctg ggc ccg cag ctt ctt 102 
Leu Trp Arg Leu Gin Lys Leu Pro Ala Glu Leu Gly Pro Gin Leu Leu 
10 15 20 

cac aaa ata att gat ggc att tgt ggt cga get tat cct gtg tac caa 150 
His Lys He lie Asp Gly He Cys Gly Arg Ala Tyr Pro Val Tyr Gin 

25 30 35 40 

gat tat cac act gtt tgg gaa tea gaa gaa tgg atg cac gtt tta gaa 198 
Asp Tyr His Thr Val Trp Glu Ser Glu Glu Trp Met His Val Leu Glu 

45 50 55 

gat att gee aaa ttt ttc aaa gec ata gtt ggt aaa aac tta cct gat 246 
Asp lie Ala Lys Phe Phe Lys Ala He Val Gly Lys Asn Leu Pro Asp 
60 65 70 

gaa gag ata ttt cag cag ttg aat cag ttg aat tea ctt cat caa gaa 294 
Glu Glu He Phe Gin Gin Leu Asn Gin Leu Asn Ser Leu His Gin Glu 
75 80 85 

act ate atg aaa tgc gtg aaa agt agg aaa gat gaa ate aaa cag get 342 



5 1 



ffiSMt 2000-311330J 
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Thr He Met Lys Cys Val Lys Ser Arg Lys Asp Glu He Lys Gin Ala 
90 95 100 

ctg tea aga gaa ata gtt get att tec tct gca cag eta cag gat ttt 390 
Leu Ser Arg Glu He Val Ala He Ser Ser Ala Gin Leu Gin Asp Phe 
105 110 115 120 

gat tgg cag gta aag ctt gca ctt tec agt gac aag att get gca tta 438 
Asp Trp Gin Val Lys Leu Ala Leu Ser Ser Asp Lys He Ala Ala Leu 

125 130 135 

cga atg cca ctt tta age ctg cat eta gat gta aaa gaa aat ggt gaa 486 
Arg Met Pro Leu Leu Ser Leu His Leu Asp Val Lys Glu Asn Gly Glu 
140 145 150 

gta aaa cct tat tct att gaa atg agt aga gag gag ctg cag aat eta 534 
Val Lys Pro Tyr Ser He Glu Met Ser Arg Glu Glu Leu Gin Asn Leu 

155 160 165 

ata cag tec ttg gaa gca gcg aat aag gtg gtc ctg cag ttg aaa taa 582 
He Gin Ser Leu Glu Ala Ala Asn Lys Val Val Leu Gin Leu Lys 
170 175 180 

ctggaaatga tgaataccag tcctatcaga ttttattget ccaacttata tggcagagtg 642 

aatactgcgt gttcagaaac cttgtgatgt cttgactgtt gcaccaggct gagaaagcag 702 

caatattgat attataaaga taaaaattta tcaacattcc ttaacaggaa attacatggt 762 



5 2 fflfflE# 2000-31 13305 
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tgagaggaaa tgcataaaat gaaagatgaa aaatctatag tagcagttta tattttcatg 822 



attgttttgc ctcatttatt aaatatttga gaaatctttg gagatacata gttttattga 882 



aagctaaaaa taggttctaa agtaatgtaa aaatataaag cacaaatata cttgaatatt 942 



gcttaaagaa ttgtgtgaat agcaacatat attatggata tatactttgt gatattttta 1002 



aaaaataatt ttttcaaaga atgtataagc tgcatatata actcaggaga ttccatgtct 1062 



ttctcatatt tcagaggaaa gattataaaa tataaaattt cttagagaac acctctttgt 1122 



cagagataaa caagaacaaa tactctaaac ttatgtgaac agttttgagt ttatgaattc 1182 



tagaaactaa aatcaagaat acagaaaaat gaaaataaca ttttacttct gcgcttctat 1242 



gtttgggaaa cattgctctg ataaaaaata gctgtcatta tgcagtgtgt atattcaaat 1302 



atgagataag actatgtaca catccacttt tgttaataaa ctcaatattg aatacttttg 1362 



gatgttaaat tcattggaaa aacaaaccat ttgtaacctc agttaacttt aacaacaagc 1422 



attctgagca aatg 1436 



<210> 14 
<211> 183 
<212> PRT 

<213> Homo sapiens 
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<400> 14 

Met Glu Pro Glu Glu Gly Thr Pro Leu Trp Arg Leu Gin Lys Leu Pro 

15 10 15 

Ala Glu Leu Gly Pro Gin Leu Leu His Lys He He Asp Gly He Cys 

20 25 30 

Gly Arg Ala Tyr Pro Val Tyr Gin Asp Tyr His Thr Val Trp Glu Ser 

35 40 45 

Glu Glu Trp Met His Val Leu Glu Asp He Ala Lys Phe Phe Lys Ala 

50 55 60 

He Val Gly Lys Asn Leu Pro Asp Glu Glu lie Phe Gin Gin Leu Asn 
65 70 75 80 

Gin Leu Asn Ser Leu His Gin Glu Thr lie Met Lys Cys Val Lys Ser 

85 90 95 

Arg Lys Asp Glu lie Lys Gin Ala Leu Ser Arg Glu He Val Ala He 

100 105 110 

Ser Ser Ala Gin Leu Gin Asp Phe Asp Trp Gin Val Lys Leu Ala Leu 

115 120 125 

Ser Ser Asp Lys He Ala Ala Leu Arg Met Pro Leu Leu Ser Leu His 

130 135 140 

Leu Asp Val Lys Glu Asn Gly Glu Val Lys Pro Tyr Ser He Glu Met 
145 150 155 160 

Ser Arg Glu Glu Leu Gin Asn Leu lie Gin Ser Leu Glu Ala Ala Asn 

165 170 175 

Lys Val Val Leu Gin Leu Lys 
180 



5 4 
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<210> 15 
<211> 1357 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (102).. (1244) 
<400> 15 

ggtttccggc gagagggcca gagtgagtgt ttacaccggc ggcagtgcgg ccgggttcct 60 

tccgcgggac ggggagaaag agagagcgcg aaagagagag g atg tct etc tea gac 116 

Met _Ser Leu Ser Asp 
1 5 

tgg cac ctg gcg gtg aag ctg get gac cag cca ctt act cca aag tct 164 
Trp His Leu Ala Val Lys Leu Ala Asp Gin Pro Leu Thr Pro Lys Ser 

10 15 20 

att ctt egg ttg cca gag aca gaa ctg gga gaa tac teg eta ggg ggc 212 
lie Leu Arg Leu Pro Glu Thr Glu Leu Gly Glu Tyr Ser Leu Gly Gly 

25 30 35 

tat agt att tea ttt ctg aag cag ctt att get ggc aaa etc cag gag 260 
Tyr Ser He Ser Phe Leu Lys Gin Leu He Ala Gly Lys Leu Gin Glu 
40 45 50 

tct gtt cca gac cct gag ctg att gat ctg ate tac tgt ggt egg aag 308 

5 5 miBE# 2000-311330E 



#2 000—034090 



Ser Val Pro Asp Pro Glu Leu lie Asp Leu He Tyr Cys Gly Arg Lys 

55 60 65 

eta aaa gat gac cag aca ctt gac ttc tat ggc att caa cct ggg tec 356 

Leu Lys Asp Asp Gin Thr Leu Asp Phe Tyr Gly He Gin Pro Gly Ser 

70 75 80 85 

act gtc cat gtt ctg cga aag tec tgg cct gaa cct gat cag aaa ccg 404 

Thr Val His Val Leu Arg Lys Ser Trp Pro Glu Pro Asp Gin Lys Pro 
90 95 100 

gaa cct gtg gac aaa gtg get gee atg aga gag ttc egg gtg ttg cac 452 

Glu Pro Val Asp Lys Val Ala Ala Met Arg Glu Phe Arg Val Leu His 
105 110 115 

act gec ctg cac age age tec tct tac agg gag gcg gtc ttt aag atg 500 

Thr Ala Leu His Ser Ser Ser Ser Tyr Arg Glu Ala Val Phe Lys Met 
120 125 130 

etc age aat aag gag tct ctg gat cag ate att gtg gec ace cca ggc 548 

Leu Ser Asn Lys Glu Ser Leu Asp Gin lie He Val Ala Thr Pro Gly 
135 140 145 

etc age agt gac cct att get ctt ggg gtt etc cag gac aag gac etc 596 

Leu Ser Ser Asp Pro He Ala Leu Gly Val Leu Gin Asp Lys Asp Leu 

150 155 160 165 

ttc tct gtc ttc get gat ccc aat atg ctt gat acg ttg gtg cct get 644 

Phe Ser Val Phe Ala Asp Pro Asn Met Leu Asp Thr Leu Val Pro Ala 
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170 175 180 

cac cca gcc etc gtc aat gcc att gtc ctg gtt ctg cac tec gta gca 692 

His Pro Ala Leu Val Asn Ala He Val Leu Val Leu His Ser Val Ala. 
185 190 195 

ggc agt gcc cca atg cct ggg act gac tec tct tec egg age atg ccc 740 

Gly Ser Ala Pro Met Pro Gly Thr Asp Ser Ser Ser Arg Ser Met Pro 

200 205 210 

tec age tea tac egg gat atg cca ggt ggc ttc ctg ttt gaa ggg etc 788 

Ser Ser Ser Tyr Arg Asp Met Pro Gly Gly Phe Leu Phe Glu Gly Leu 

215 220 225 

tea gat gat gag gat gac ttt cac cca aac ace agg tec aca ccc tct 836 

Ser Asp Asp Glu Asp Asp Phe His Pro Asn Thr Arg Ser Thr Pro Ser 

230 235 240 245 

age agt act ccc age tec cgc cca gcc tec ctg ggg tac agt gga get 884 

Ser Ser Thr Pro Ser Ser Arg Pro Ala Ser Leu Gly Tyr Ser Gly Ala 

250 255 260 

get ggg ccc egg ccc ate acc cag agt gag ctg gcc ace gcc ttg gcc 932 

Ala Gly Pro Arg Pro He Thr Gin Ser Glu Leu Ala Thr Ala Leu Ala 
265 270 275 

ctg gcc age act ccg gag age age tct cac aca ccg act cct ggc acc 980 

Leu Ala Ser Thr Pro Glu Ser Ser Ser His Thr Pro Thr Pro Gly Thr 

280 285 290 
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cag ggt cat tec tea ggg ace tea cca atg tec tct ggt gtc cag tea 1028 
Gin Gly His Ser Ser Gly Thr Ser Pro Met Ser Ser Gly Val Gin Ser 
295 300 305 

ggg acg ccc ate ace aat gat etc ttc age caa gee eta cag cat gee 1076 
Gly Thr Pro lie Thr Asn Asp Leu Phe Ser Gin Ala Leu Gin His Ala 
310 315 320 325 

ctt cag gee tct ggg cag ccc age ctt cag age cag tgg cag ccc cag 1124 
Leu Gin Ala Ser Gly Gin Pro Ser Leu Gin Ser Gin Trp Gin Pro Gin 
330 335 340 

ctg cag cag eta cgt gac atg ggc ate cag gac gat gag ctg age ctg 1172 
Leu Gin Gin Leu Arg Asp Met Gly He Gin Asp Asp Glu Leu Ser Leu 

345 350 355 

egg gee ctg cag gee ace ggt ggg gac ate caa gca gee ctg gag etc 1220 
Arg Ala Leu Gin Ala Thr Gly Gly Asp He Gin Ala Ala Leu Glu Leu 

360 365 370 

ate ttt get gga gga gee cca tga actccctgct tcccctgaac ccccagcaag 1274 
He Phe Ala Gly Gly Ala Pro 

375 380 

ttgeagagge tactgccctt gggaggcact catgaaggtg cctccatctc tcccttcccc 1334 
aatatacctg atggtcaact etc 1357 
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<210> 16 
<211> 380 
<212> PRT 

<213> Homo sapiens 
<400> 16 

Met Ser Leu Ser Asp Trp His Leu Ala Val Lys Leu Ala Asp Gin Pro 

1 5 10 15 

Leu Thr Pro Lys Ser He Leu Arg Leu Pro Glu Thr Glu Leu Gly Glu 

20 25 30 

Tyr Ser Leu Gly Gly Tyr Ser He Ser Phe Leu Lys Gin Leu He Ala 

35 40 45 

Gly Lys Leu Gin Glu Ser Val Pro Asp Pro Glu Leu lie Asp Leu lie 

50 55 60 

Tyr Cys Gly Arg Lys Leu Lys Asp Asp Gin Thr Leu Asp Phe Tyr Gly 
65 70 75 80 

He Gin Pro Gly Ser Thr Val His Val Leu Arg Lys Ser Trp Pro Glu 

85 90 95 

Pro Asp Gin Lys Pro Glu Pro Val Asp Lys Val Ala Ala Met Arg Glu 

100 105 110 

Phe Arg Val Leu His Thr Ala Leu His Ser Ser Ser Ser Tyr Arg Glu 

115 120 125 

Ala Val Phe Lys Met Leu Ser Asn Lys Glu Ser Leu Asp Gin lie He 

130 135 140 

Val Ala Thr Pro Gly Leu Ser Ser Asp Pro He Ala Leu Gly Val Leu 
145 150 155 160 

Gin Asp Lys Asp Leu Phe Ser Val Phe Ala Asp Pro Asn Met Leu Asp 
165 170 175 
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Thr Leu Val Pro Ala His Pro Ala Leu Val Asn Ala He Val Leu Val 

180 185 190 

Leu His Ser Val Ala Gly Ser Ala Pro Met Pro Gly Thr Asp Ser Ser 

195 200 205 

Ser Arg Ser Met Pro Ser Ser Ser Tyr Arg Asp Met Pro Gly Gly Phe 

210 215 220 

Leu Phe Glu Gly Leu Ser Asp Asp Glu Asp Asp Phe His Pro Asn Thr 
225 230 235 240 

Arg Ser Thr Pro Ser Ser Ser Thr Pro Ser Ser Arg Pro Ala Ser Leu 

245 250 255 

Gly Tyr Ser Gly Ala Ala Gly Pro Arg Pro He Thr Gin Ser Glu Leu 

260 265 270 

Ala Thr Ala Leu Ala Leu Ala Ser Thr Pro Glu Ser Ser Ser His Thr 

275 280 285 

Pro Thr Pro Gly Thr Gin Gly His Ser Ser Gly Thr Ser Pro Met Ser 

290 295 300 

Ser Gly Val Gin Ser Gly Thr Pro lie Thr Asn Asp Leu Phe Ser Gin 
305 310 315 320 

Ala Leu Gin His Ala Leu Gin Ala Ser Gly Gin Pro Ser Leu Gin Ser 

325 330 335 

Gin Trp Gin Pro Gin Leu Gin Gin Leu Arg Asp Met Gly He Gin Asp 

340 345 350 

Asp Glu Leu Ser Leu Arg Ala Leu Gin Ala Thr Gly Gly Asp He Gin 

355 360 365 

Ala Ala Leu Glu Leu He Phe Ala Gly Gly Ala Pro 
370 375 380 
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<210> 17 
<211> 1399 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (74).. (856) 

<400> 17 

aaaaagcgga cccgcggacg gtggcgttaa gggaacgctg aggtcccgcg ctccccgacc 60 

gaggtatatc tec atg aat aac eta aat gat ccc cca aat tgg aat ate 109 
Met Asn Asn Leu Asn Asp Pro Pro Asn Trp Asn He 

15 10 

egg ect aat tec agg gcg gat ggt ggt gat gga age agg tgg aat tat 157 
Arg Pro Asn Ser Arg Ala Asp Gly Gly Asp Gly Ser Arg Trp Asn Tyr 

15 20 25 

gee ctg ttg gtt cca atg ctg gga ttg get get ttt cgt tgg att tgg 205 
Ala Leu Leu Val Pro Met Leu Gly Leu Ala Ala Phe Arg Trp lie Trp 

30 35 40 

tct agg gag tec cag aaa gaa gta gaa aaa gag aga gaa gee tac cgt 253 
Ser Arg Glu Ser Gin Lys Glu Val Glu Lys Glu Arg Glu Ala Tyr Arg 
45 50 55 60 

egg aga act get get ttt caa cag gat ctg gaa gee aag tac cac gee 301 
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Arg Arg Thr Ala Ala Phe Gin Gin Asp Leu Glu Ala Lys Tyr His Ala 

65 70 75 

atg ate tea gaa aat egg cgt get gtc get cag ttg tec ttg gaa etc 349 
Met lie Ser Glu Asn Arg Arg Ala Val Ala Gin Leu Ser Leu Glu Leu 
80 85 90 

gaa aag gaa caa aac aga act get agt tac cga gaa gee ctt ate tct 397 
Glu Lys Glu Gin Asn Arg Thr Ala Ser Tyr Arg Glu Ala Leu He Ser 
95 100 105 

cag gga cgc aag ttg gta gaa gaa aag aag ctt ctg gaa cag gaa egg 445 
Gin Gly Arg Lys Leu Val Glu Glu Lys Lys Leu Leu Glu Gin Glu Arg 
110 115 120 

gee cag gtg atg caa gaa aaa aga cag gtg cag cct ttg aga agt gcg 493 
Ala Gin Val Met Gin Glu Lys Arg Gin Val Gin Pro Leu Arg Ser Ala 

125 130 135 140 

tat ttg age tgc ctg caa agg gaa gaa aac tgg caa agg aga gee agg 541 
Tyr Leu Ser Cys Leu Gin Arg Glu Glu Asn Trp Gin Arg Arg Ala Arg 

145 150 155 

ctt ttg ctg aaa gaa ttt gaa get gtt etc aca gaa aga cag aat ate 589 
Leu Leu Leu Lys Glu Phe Glu Ala Val Leu Thr Glu Arg Gin Asn lie 
160 165 170 

tac tgc agt ctg ttt ctt cct cgc age aag egg ctg gag ata gag aag 637 
Tyr Cys Ser Leu Phe Leu Pro Arg Ser Lys Arg Leu Glu He Glu Lys 
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175 180 185 

age tta ctg gtg cga gcg tec gtc gac ccc gtc gec get gac eta gag 685 
Ser Leu Leu Val Arg Ala Ser Val Asp Pro Val Ala Ala Asp Leu Glu 
190 195 200 

atg gca gec ggt etc acc gac ata ttt cag cat gat aca tac tgt ggt 733 
Met Ala Ala Gly Leu Thr Asp He Phe Gin His Asp Thr Tyr Cys Gly 
205 210 215 220 

gat gtc tgg aac acc aac aaa cgc cag aat ggc aga etc atg tgg etc 781 
Asp Val Trp Asn Thr Asn Lys Arg Gin Asn Gly Arg Leu Met Trp Leu 

225 230 235 

tat etc aaa tac tgg gaa etc gtt gtc gaa ctg aag aag ttt aag aga 829 
Tyr Leu Lys Tyr Trp Glu Leu Val Val Glu Leu Lys Lys Phe Lys Arg 

240 245 250 

gta gag gaa gee ata eta gaa aag taa gacaagagtg aaatcaaact 876 
Val Glu Glu Ala He Leu Glu Lys 

255 260 

gcttttagtg actcgaggcc aggcagtcat gcgccttctg ggtctccggc gtcttccgtt 936 

cccgtgctgc ccgtgtcatg gccacaccgt cacccttcag cagcgacctc cactcccgce 996 

acegtctgag cagaagtgea ccgaagcctc agagacagag ggtctcctcc egatgetctg 1056 

ccgctgttgg ggatatggtt tcttgaagca tttttaggct gecagtattg tattaagcag 1116 
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aacagtataa cctcgtattt tagctccagg gtaaaaatgg ttttttaaaa agtcaaatac 1176 
aatactggtc cttagcacaa gtaattttct gtctgtttca tcactcccta aatactttct 1236 
cctcaaatta tttttctctg tcaccagatt acattaagaa tttgtcagat aatgtgtaga 1296 
actgcataac aggtaataga aagtagtaat attatattat caagggttta tattttaaag 1356 
atctctctca ctccataaag gggaaatacc aagtgtttct tgt 1399 

<210> 18 
<211> 260 
<212> PRT 

<213> Homo sapiens 
<400> 18 

Met Asn Asn Leu Asn Asp Pro Pro Asn Trp Asn lie Arg Pro Asn Ser 

15 10 15 

Arg Ala Asp Gly Gly Asp Gly Ser Arg Trp Asn Tyr Ala Leu Leu Val 

20 25 30 

Pro Met Leu Gly Leu Ala Ala Phe Arg Trp He Trp Ser Arg Glu Ser 

35 40 45 

Gin Lys Glu Val Glu Lys Glu Arg Glu Ala Tyr Arg Arg Arg Thr Ala 

50 55 60 

Ala Phe Gin Gin Asp Leu Glu Ala Lys Tyr His Ala Met He Ser Glu 
65 70 75 80 

Asn Arg Arg Ala Val Ala Gin Leu Ser Leu Glu Leu Glu Lys Glu Gin 
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85 90 95 

Asn Arg Thr Ala Ser Tyr Arg Glu Ala Leu He Ser Gin Gly Arg Lys 

100 105 110 

Leu Val Glu Glu Lys Lys Leu Leu Glu Gin Glu Arg Ala Gin Val Met 

115 120 125 

Gin Glu Lys Arg Gin Val Gin Pro Leu Arg Ser Ala Tyr Leu Ser Cys 

130 135 140 

Leu Gin Arg Glu Glu Asn Trp Gin Arg Arg Ala Arg Leu Leu Leu Lys 
145 150 155 160 

Glu Phe Glu Ala Val Leu Thr Glu Arg Gin Asn He Tyr Cys Ser Leu 

165 170 175 

Phe Leu Pro Arg Ser Lys Arg Leu Glu He Glu Lys Ser Leu Leu Val 

180 185 190 

Arg Ala Ser Val Asp Pro Val Ala Ala Asp Leu Glu Met Ala Ala Gly 

195 200 205 

Leu Thr Asp lie Phe Gin His Asp Thr Tyr Cys Gly Asp Val Trp Asn 

210 215 220 

Thr Asn Lys Arg Gin Asn Gly Arg Leu Met Trp Leu Tyr Leu Lys Tyr 
225 230 235 240 

Trp Glu Leu Val Val Glu Leu Lys Lys Phe Lys Arg Val Glu Glu Ala 
245 250 255 

He Leu Glu Lys 
260 



<210> 19 
<211> 1119 
<212> DNA 
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<213> Homo sapiens 

<220> 
<221> CDS 

<222> (152).. (976) 
<400> 19 

ttagctgctc aagctggaga actgtcttcc ttcccagctt cctccgtgtc tggggtgggg 60 

gatggggggg tctcaggcag ggatactcta gccccttgac tgctgtttag accctgctgt 120 

agctgctgct gctccctgcc cagccccagc c atg aaa ctg ccc aag ggg acc 172 

Met Lys Leu Pro Lys Gly Thr 

1 5 

agg age tct gtg tac ttt gca cag cac cca gaa aag gag cca ttg ccc 220 
Arg Ser Ser Val Tyr Phe Ala Gin His Pro Glu Lys Glu Pro Leu Pro 
10 15 20 

tea agg cag gag gtc aag cag acc cct gtc ate atg gec aag ate aaa 268 
Ser Arg Gin Glu Val Lys Gin Thr Pro Val He Met Ala Lys He Lys 
25 30 35 

ggt ccg ggg ccc gec aag tac etc egg cca tec tgc acg ggc tac ata 316 
Gly Pro Gly Pro Ala Lys Tyr Leu Arg Pro Ser Cys Thr Gly Tyr He 
40 45 50 55 

gat cat gac ate tec atg ttc aag gca cca get tat acc ctg cat age 364 
Asp His Asp He Ser Met Phe Lys Ala Pro Ala Tyr Thr Leu His Ser 

6 6 mSE# 2000-31 13305 



#2000—03409 



60 65 70 

egg cac tea gag aag egg atg gtg tgc cac age age cct ggg cct tgc 412 
Arg His Ser Glu Lys Arg Met Val Cys His Ser Ser Pro Gly Pro Cys 
75 80 85 

tat etc ttg gat ccc aaa ata act egg ttt gga atg tec age tgc ccg 460 
Tyr Leu Leu Asp Pro Lys lie Thr Arg Phe Gly Met Ser Ser Cys Pro 
90 95 100 

cag gtc ccc atg gag gag cgc ate tec aac ctg cgc ctg aac ccc acc 508 
Gin Val Pro Met Glu Glu Arg He Ser Asn Leu Arg Leu Asn Pro Thr 

105 110 115 

etc gca tec tgc cag tac tac ttt gag aag ate cac cca ccg ggg gaa 556 
Leu Ala Ser Cys Gin Tyr Tyr Phe Glu Lys He His Pro Pro Gly Glu 

120 125 130 135 

cgc agg get ccc cag tac acg ttt ggc tac egg cgc cca tac aga gtg 604 
Arg Arg Ala Pro Gin Tyr Thr Phe Gly Tyr Arg Arg Pro Tyr Arg Val 
140 145 150 

atg gac etc aac ccg get ccc aac cag tac cag atg cca etc ttg ctg 652 
Met Asp Leu Asn Pro Ala Pro Asn Gin Tyr Gin Met Pro Leu Leu Leu 

155 160 165 

ggg ccc aac acc cct gtc age cga get get ccc tgc tac agt ctg gec 700 
Gly Pro Asn Thr Pro Val Ser Arg Ala Ala Pro Cys Tyr Ser Leu Ala 
170 175 180 
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tec agg gac aag aac tgg ttc tac aag gag gat gtg gca gga ggc cct 748 
Ser Arg Asp Lys Asn Trp Phe Tyr Lys Glu Asp Val Ala Gly Gly Pro 
185 190 195 

gga cct acc acg tac gec cga cct gag cca tec ate tat cag aac cgc 796 
Gly Pro Thr Thr Tyr Ala Arg Pro Glu Pro Ser He Tyr Gin Asn Arg 
200 205 210 215 

age cct act tac age atg gec aag cgc ttc gec tac cct ctg gac etc 844 
Ser Pro Thr Tyr Ser Met Ala Lys Arg Phe Ala Tyr Pro Leu Asp Leu 

220 225 230 

acg cca egg cct ggc ccc ggc tec cac gag gtc cag cag gtc act gtg 892 
Thr Pro Arg Pro Gly Pro Gly Ser His Glu Val Gin Gin Val Thr Val 

235 240 245 

cac aag ccc cac ate cct get ttc acc atg ggc ate aag cac tea etc 940 
His Lys Pro His He Pro Ala Phe Thr Met Gly He Lys His Ser Leu 

250 255 260 

cac ctg tgc cca ctg gtc ate gac att cgt gac tga ggcccctctt 986 
His Leu Cys Pro Leu Val He Asp He Arg Asp 

265 270 275 

ggggcactca ctgcccctca tccccagaaa ttatttttct acaccaaatt gagcaatttg 1046 
accaagattt ctagtagcag agccggtacc tgctgagtgt ccggcacaca gaagacatta 1106 
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<210> 20 
<211> 274 
<212> PRT 

<213> Homo sapiens 
<400> 20 

Met Lys Leu Pro Lys Gly Thr Arg Ser Ser Val Tyr Phe Ala Gin His 

15 10 15 

Pro Glu Lys Glu Pro Leu Pro Ser Arg Gin Glu Val Lys Gin Thr Pro 

20 25 30 

Val He Met Ala Lys He Lys Gly Pro Gly Pro Ala Lys Tyr Leu Arg 

35 40 45 

Pro Ser Cys Thr Gly Tyr He Asp His Asp He Ser Met Phe Lys Ala 

50 55 60 

Pro Ala Tyr Thr Leu His Ser Arg His Ser Glu Lys Arg Met Val Cys 
65 70 75 80 

His Ser Ser Pro Gly Pro Cys Tyr Leu Leu Asp Pro Lys He Thr Arg 

85 90 95 

Phe Gly Met Ser Ser Cys Pro Gin Val Pro Met Glu Glu Arg lie Ser 

100 105 110 

Asn Leu Arg Leu Asn Pro Thr Leu Ala Ser Cys Gin Tyr Tyr Phe Glu 

115 120 125 

Lys He His Pro Pro Gly Glu Arg Arg Ala Pro Gin Tyr Thr Phe Gly 

130 135 140 

Tyr Arg Arg Pro Tyr Arg Val Met Asp Leu Asn Pro Ala Pro Asn Gin 
145 150 155 160 
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Tyr Gin Met Pro Leu Leu Leu Gly Pro Asn Thr Pro Val Ser Arg Ala 

165 170 175 

Ala Pro Cys Tyr Ser Leu Ala Ser Arg Asp Lys Asn Trp Phe Tyr Lys 

180 185 190 

Glu Asp Val Ala Gly Gly Pro Gly Pro Thr Thr Tyr Ala Arg Pro Glu 

195 200 205 

Pro Ser He Tyr Gin Asn Arg Ser Pro Thr Tyr Ser Met Ala Lys Arg 

210 215 220 

Phe Ala Tyr Pro Leu Asp Leu Thr Pro Arg Pro Gly Pro Gly Ser His 
225 230 235 240 

Glu Val Gin Gin Val Thr Val His Lys Pro His He Pro Ala Phe Thr 

245 250 255 

Met Gly He Lys His Ser Leu His Leu Cys Pro Leu Val He Asp He 
260 265 270 

Arg Asp 
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